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Abstract

In recent years, the development of goose industry in China is rapid, and the scale of goose farm is
expanding, which leads to the trend of complexity and diversification of goose disease in goose
farm, and the incidence of goose disease is increasing year by year. In particular, goose plague
(goose parvovirus disease), Escherichia coli disease, Pasteurella multocida disease, reovirus infec-
tion, duck plague and so on occur from time to time. Their single infection or co-infection results
in the incidence of goose disease, death or degradation of production performance, which se-
riously hits the economic interests of farmers. In this experiment, anal swabs samples were col-
lected from different ages, different health conditions and species of geese in a goose factory. Ac-
cording to the conserved sequence of published genes in Gen Bank, eight pairs of specific primers
were designed by using primer premier 5 software for PCR detection of Pasteurella multocida,
Shiga toxin Escherichia coli, duck plague, goose parvovirus and goose reovirus. The results showed
that Pasteurella multocida and Shigella toxin colibacillosis were not detected in this sample, the
negative rate was 100% (60/60), 6 cases of duck plague virus, 5 cases of goose parvovirus and 14
cases of reovirus were detected, the positive rates were 10% (6/60), 8.3% (5/60) and 23.3%
(14/60), respectively, which would provide a reference for the prevention and control of goose
disease in this goose farm and Xinjiang.
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1. 5|8

PEFETRRERE, ARl TR % SR O & I E S, FRIE LS 5 85%LL E[1]. #52& b
FREMKER, REER/ETEIR, mHERFRERIC, SADHE, KRR R Z 5
o MTEER, FERFRROHEL AR R, A NEGRE N T IR IR 75 2UIZHR [ AL TR I8 37 1 27 5 7R FE A
AL, (HA2, B TRZIREEEE N TRNARE T R ARG A5 AN E B2,
AR FR T A, TSRS A, B E KRGS k. BItt, BB IR A8 AT & LAY
PR —— R i . IR REAN/ VR R . MU 2290 SR I 0% S AT 23 B 4% 2]

2. MR E
2.1. AT
MR H SR RGO AN . AR SR 73 S R B AR A BORAS B ARG . LA {7 A 5 4
JRAE T A RE A0 . AR ARG 30 HIRSAR RS S SEBEA LI 60 4 LE TR .
2.2. EERF
TIANamp Virus DNA/RNA Kit 7§ 2 5: K141 DNA/RNA $#2EUR 76, 14 TIANGEN 24423 7 (Hh E L

1); PrimeScriptTMOne Step RT-PCR Kit Ver.2, Kodaq 2xPCR MasterMix with dye, 2000 bp 1 5000 bp DNA
Marker () 5 KiZE % 44).
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HERLE « S5RA 55

2.3. 514

HRHE Gen Bank H1 2R R I IRHM B . EBIREFER XA B M5 8840/ 55 . #ET 900 5
FEN AR 541, FIH primer premier 5 8E Bt 17 8 X4 EAG I 51 4, B AT 1 45 5 14 51 #0(B1 1 B2),
TR 39 v BOR /N 460 bp BB IRFEZ KT R =151 0(S1 A S2),  FIUWY 38 v Be K /Ny 614 bp.
HSJEL7T BT S 51 (D1 A D2), T 38 i BEK/N A 563 bp. REAI/INGE FR5E 2 1 51 0(G1 A G2), Tl
3 BOR/N A 1146 bp. FRIZAIUR B4R PESIP0(R1 AT R2),  TIUHS 14 v BaOR/N 9 380 bps ¥l BifgA:
I RIRHE I A BR A 7 A B 1),

Table 1. Primer sequence

= 1. 514951
5194 Fk B PFFH(5>-3")

Bl ATCCGCTATTTACCCAGTGG
B2 GCTGTAAACGAACTCGCCAC
S1 ACACTGGATGATCTCAGTGG
S2 CTGAATCCCCCTCCATTATG
D1 GTAGACGAAGGCGGGTATG
D2 CGTATTGGTTTCTGAGTTGG
Gl1 GCCACCACCGGGAAGACCAA
G2 GGGCATACCACCCATGTTCATCAC
R1 TGAGACGCCTGACTACATT
R2 ATGCTTGGAGTGAGACGAT

2.4. EM75E

R4 TIANamp Virus DNA/RNA Kit 35 B F5 52 HUFE i RNA Al DNA, A —#27% RT-PCR J7VE[3 19 14
Fa PR BE, Kodaq 2xPCR MasterMix with dye ¥ ¥4 [CAF & . EP KRB R KB E . MR-
&AM/ B[R, PCR § G /R ROSAAFA 25 ul): 1) #EHR RNA: 2 pL, PrimeScript 1 step Enzyme Mix: 1
uL, 2X1 step Buffer (Dye plus): 12.5 uL, = F5[4: % 0.5 uL, RNase Free dH20: 8.5 pL. 2) iRk DNA:
2 uL, Kodaq 2xPCR MasterMix: 12.5 uL, = F5[4#): % 0.5 uL, RNase Free dH20: 9.5 uL. PCR ¥ #{f%
7 WA E: S0°C, JREESK 30 ming 94°C AR 5 min; 94°CAEME 40s, 55°CIBK 40s, 72°CHEfH 45
s, £33 ANMER; 72°CHEM 10 min; 4 CLRAF. ELIRAFEE: 94°CTIAEME 5 min; 94°CAEME 30s, 55°CiRK
45's, 72°CHEAH 1 min, 3% 30 AMEFR; 72°CHE(H 10 min; 4°CRAF . E 0 KB R KA : 95°C AR 5 min;
94 CAE 30 s, S8CIBK 50 s, 72°CHEM 90 s, HL£ 35 NMEHA; 72°CHEM 10 min; 4°CLRAF. TR -
94°CTiAZME 5 min; 94°CAEME 405, 56°CIBK 40s, 72°CHEfH 40s, 3L 30 NMEFF; 72°CIEM 7 min; 4°C
PRAF . T/ NFRTE: 94 CHIALYE 5 min; 94°CARME 1 min, 59.5°CiE/K 1 min, 72°CIEfH 90 s, 3t 30 MG
s 72°CHEM 7 ming 4CELRAF. PCR 4 347=PH 1.0%58 A5 HH i FL kA o

3. &R
3.1. BIAFFEERENSER
St 60 4 ATHR T-1F i 4> B4R E RNA FI DNA, SR8 Yt B ICHAF B . B0 K E R AT . 1Y
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SRR RGN/ NREE AR R 2 25 AT PCR 978, PCR 7“4 1%BR e bR ok R, G 1 pir
N, ELEFTF R R B IR 35 3 KT B AR R SRR =40 9B, BIMEZEH 100% (60/60), S 75 5 FH
PEFRN 10% (6/60), FEAH/INFGFEFIMER 8.3% (5/60), W7 7 B MR A 23.3% (14/60).

Table 2. Results of detection of diseases in goose farms

= 2. I FRER R MLE R

PRI oL INAE: it/ 473 FHEEL/ By FHEZ /% 1/ B2/ %
AT 60 0 0 60 100
ERRERKRIFT 60 0 0 60 100
U8 7 2 60 6 10 54 90
Rean N A 60 5 8.3 55 91.7
Wi 9007 15 60 14 23.3 46 76.7

e 2 AT VS T R TE L R R R R K P B, B (MR 5 . 5200 s 5
TR 2 0 R e

3.2. PCR BBjjk&E R

R PRSI YR IR REA/ MRS PPN B2 R 3EAT PCR 973, JFRE PCR P48 1%BR fighE
BB RIS, SRR, ML 5 L R 0 B B 0 P MR UL 563 bp HIRERVE R B 1), ST
RPARRE s /N BEFE R 8 )38 23 B it 7= 0 T L2 1146 bp BOARFRAIE T Be(K 2), STHUIR/AMESRE: I
P A3 53 2 DR 47 18 B 08 204 it 0 R L2 380 bp WRe 4 A BL(1&] 3), S U /IMAAT . 45 R Wil iz
NSRS AN/ N EE ST B 0 35 G . BT HLUK B D B 04 Sl 45

M1234567891011121314151617 181920212223 24

M 252627282930313233343536373839404142434445464748
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Figure 1. Identification of duck plague virus with specific primers. M: DL2000 DNA Marker; 1~60: Anal swab sample
E 1. BSERSERMSIEE. M: DL2000 DNA Marker; 1~60: BIHFHm
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Figure 2. Identification of goose parvovirus specific primers. M: DL5000 DNA Marker; 1~60: Anal swab sample
2. 8/ VREESMS X E. M: DL5000 DNA Marker; 1~60: BT FHmS

M123456789101112131415161718192021222324
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Figure 3. Identification of reovirus specific primers. M: DL5000 DNA Marker, 1~60: Anal swab sample
3. FERARSHERMES 44 E . M: DL5000 DNA Marker; 1~60: AT#t FH$&

4. Wig

BEEREFIMBL R R 547K, HUBUL IR 0] A DR SRS 24 R FER 78 5 LR Eh s, 7tk
J5 R i AR S RS T R S 2, O T IR R AT 4 R G R R R I, TR N o
TR, WUFRIE. BIF. W3R, MBS TR, DUSEOU MR A BIE4], ASEIm X HRIX 5
HUBEAL 537 7 7] SRR AR R O OB TR S AT L RO AP . B R R . WOBDRI . 78
PN PR EEIEAT PCR RISk S W7 R A 17 1E (RS TENT , Zoit Kol 25 5 DU SR GE 4007, WT2
T AR BINZRG 0 AR 0 0 D B AETE (R 1 B, 300 e 3 L 5 1 Tl 2 ) S SR A TR 2 (1 B %
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ARUKTIE TG BONE K E KA R . S0 IRER NI E . TN, S4/MVieE. IR
FEXTREIZHIRE R 60 4 HLECTHE AT PCR A, 45 J B A VAl AR & Hh ARG I 21 B2 ECAT 18 AN
HIREER KT E, BIVERIEN 100% (60/60), Farill i 6 1RSI B GLAE iy 5 BIRESH /N EE A 14 151
WP 7 PTG B SRR i, BAPE R 514 10% (6/60) 8.3% (5/60) 23.3% (14/60). M7 B 3 2 M BEE ()
RURGFN AL FE ARG AT IR, SRS AT 2 2 Bi)s ROLH/INEE 3 B SCAE (R B AL RGN e 3 Hp R
WE, AERGR 1 B PRI B 32 B DS 1 B A RS A A B I G RS B, AERS AR 3 . ZEASI
B ) ARG A R GRS R R, R GRS RS DU B . RGN EE AT i D10 5 =
T 2[RI N QL I O, XIS PIRIAR 22, BT . BB AT IO A B AR oL, Hoh— Mtk
(1B RE A ) L A A DU AT AT , 13 BH 1 77 0 2 R D 3 P A0 S o T 5 R T AU A B AR O, ARG W IR 4T
REMEE RS, PRERGHL, MRS/ NERET B B CRIAEETT, 78 I S 4 RS e £ 1 0 K
JUB S RIAERS, BRIEN S J5 AT M g, T — LU 3 BLAR Yot , 7EDGREARRS S5 A i homs, ik H
AT WIS TR « 22 7 i) LR B ER R RS s , 07 RAERSE— DA 2 Wiss RAEE TILT R,
B FERERBUR, EMIGOREERS) AT T AN E N ARRIE, PRGN, R
— AR ZRG) MK AL, BRAERS B IR AN A AR B RS R IRAS, ARTBERTE K L 2%
B Hb B f b, B R, W) BN GERE)RE R B R B IR BAE T 3 R B, 1%
REW LGRS P TERE . S RRIEEE . TR R R KR TR DRI R AT e B PR B ] LR K
SRS BT, BRI R G 51RO

X2 IR RGP R AT, RKINZR) AAAERIR 2 I, R IEIR 2 R RE ) prit
(1. BEEFERGPBINR, FRREIA MR B 45 TAE B RE S B3k, 50 2o N & J i 386 K 7 Bl 4 11
MeFE, T HAERS A KR E SN BRI R T, 853 R PAEANIA bR RO IR T VE AR
TR FRE R RS . FUA TR N — BB RBEN,  FERs il B R R . DR RS A 75 368 37 11 928 s B 4%
TAEROZ AT TAENE, SIGIT A G AT A R 0 & PR 1R 77 A R DR AR A T 1 R [S), %
B FP RGP IS0 5 R B fa T, ICE RIS N B TAE, KA RS AT IR, ORIERS & s
W, GEIRE, KR, SEERESE R, TR, RIE MR A EAR ARG R AR, (it

SR 25 R R[6].
E£mH

[E5R EAREA T H (U1703117); EAE X OIERSEOA . Seh) B L0, 379 B TR
B HB(PT1809).
S 3k

(17 xUFEmN, ot FREF M7 & 51 3k R R et 5 R BRI, #ni Aol B2, 2016, 57(9): 1515-1517.
[2] EAEUK. ER KRG FEE B SR T[], AR B4R, 2018(2): 49-50.

3] THKR #RZ, =, &. —5% RT-PCR Pl @ w7900 8 7 ik g sr KN ). FRE S5 &mpiia,
2015(9): 2-4.

[4] VOB, M WRHRBTAED]. SR EHEEEE, 2015, 36(12): 40-41.
[5] JASLE. HirE WRGHPIA1]. F & &, 2018(1): 148.
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DOI: 10.12677/acrpvm.2019.84008 60 MV 5 = S 5 9


https://doi.org/10.12677/acrpvm.2019.84008

	Investigation and Study on Disease Situation of a Scale Goose Farm in Xinjiang
	Abstract
	Keywords
	新疆某规模化鹅场养殖疾病情况调查研究
	摘  要
	关键词
	1. 引言
	2. 材料和方法
	2.1. 被检肛拭子
	2.2. 主要试剂
	2.3. 引物
	2.4. 检测方法

	3. 结果
	3.1. 鹅场养殖疾病检测结果
	3.2. PCR电泳结果

	4. 讨论
	基金项目
	参考文献

