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Abstract

Objective: To study the potential anti-inflammatory ingredients and possible mechanism of Miao
Medicine Compound Longdan Capsules. Methods: The TCMSP, Swiss Target Prediction, Uniprot
and other databases were used to excavate the active ingredients and targets of Miao Medicine
Compound Longdan Capsules combining with literature. Using OMIM and Genecards biological
database to screen out related targets of inflammation, and take the intersection of the two. Im-
porting the intersection target into the STRING database to obtain the .tsv file and enter the cytos-
cape software, and then draw the PPI network and screen the core targets. In addition, the core
targets were imported into the David database for gene ontology (GO) function, Kyoto Gene and
Encyclopedia of Genes (KEGG) pathway enrichment analysis. Results: 117 active ingredients and
439 potential targets of Miao Medicine Compound Longdan Capsules were screened, 10876 dis-
ease-related targets, and a total of 397 intersection targets for drugs and diseases. The Compound
Longdan Capsule may regulate TP53, EGFR, PIK3R1, PIK3CA, RB1 and other targets, and interfere
with PI3K-Akt pathway, HIF-1 pathway, cancer pathway and other related signal pathways to achieve
anti-inflammatory effects. Conclusion: This study predicts the main active ingredients, targets and
related pathways of Compound Longdan Capsule’s anti-inflammation through network pharmacol-
ogy, which can provide reference for further research.
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Table 1. Active ingredients in 13 medicines

= 1 13 IRZMIRYIE AL ST

i
CS1
CS2
CS3
CS4
CS5
CS6
CS7
CS8
CS9
CS10
Cs11
DG1
DG2
DG3
FL1
FL2
FL3
Gz1
Gz2
GZ3
Gz4
GZ5
SL1
SL2
SL3
SL4
SL5
SZY1
SZY?2
SZY3
SZY4

B2
ellagic acid
paeoniflorgenone
baicalein
sitosterol
Spinasterol
Stigmasterol
(+)-catechin
(2R,3R)-4-methoxy|-distylin
stigmast-7-en-3-ol
Ethyl oleate (NF)
campest-5-en-3beta-ol
beta-sitosterol
Stigmasterol
Poriferasterol
trametenolic acid
Ergosterol peroxide
hederagenin
(-)-taxifolin
sitosterol
(+)-catechin
ent-Epicatechin
taxifolin
trans-gondoic acid
hederagenin
beta-sitosterol
formononetin
Stigmasterol
Mandenol
Ethyl linolenate
poriferast-5-en-4beta-ol

Diop

G5
YHS3
YHS4
YHS5
YHS6
YHS7
YHS8
YHS9
YHS10
YHS11
YHS12
YHS13
YHS14
YHS15
YHS16
YHS17
YHS18
YHS19
YHS20
YHS21
YHS22
YHS23
YHS24
YHS25
YHS26
YHS27
YHS28
YHS29
YHS30
YHS31
YHS32
YHS33

ES
Cryptopin
Dihydrosanguinarine
sanguinarine
(S)-Scoulerine
Cavidine
(R)-Canadine
sitosterol
Hyndarin
(-)-alpha-N-methylcanadine
Capaurine
Clarkeanidine
CORYDALINE
Corydalmine
Corydine
Corynoloxine
dehydrocavidine
13-methyldehydrocorydalmine
1zoteolin
isocorybulbine
leonticine
13-methylpalmatrubine
N-methyllaurotetanine
norglaucing
pontevedrine
pseudocoptisine
saulatine
Tetrahydrocorysamine
tetrahydroprotopapaverine
ST057701
Stigmasterol

palmatine
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Continued
SZY5 Ethyl oleate (NF) YHS34 Fumarine
SZY6 sitosterol YHS35 Isocorypalmine
SZY7 Stigmasterol YHS36 bicuculline
SZY8 Tetrahydroalstonine YHS37 C09367
SZY9 Hydroxygenkwanin YHS38 quercetin
SZY10 Telocinobufagin MX1 cynaropicrin
EZ1 Curcumin MX2 Mairin
EZ2 humulene epoxide O MX3 Stigmasterol
EZ3 (+)-delta-Cadinene MX4 Benzo[a]carbazole
EZ4 neocurdione MX5 sitosterol
EZ5 Turmerone MX6 y-sitosterol
EZ6 hederagenin MX7 Poriferasterol
GBG1 quercetin MDP1 Mairin
GBG2 Kaempferol MDP2 sitosterol
GBG3 taxifolin MDP3 kaempferol
GBG4 Physcion MDP4 (+)-catechin
GBG5 aloe-emodin MDP5 5-[[5-(4-meth0x3;[r)tr)1iet$/ilg-:c-iféjryl]methylene]b
GBG6 ellagic acid MDP6 quercetin
GBG7 beta-sitosterol MDP7 paeoniflorin
GBG8 isorhamnetin DH1 Emodin-1-O-beta-D-glucopyranoside
LXJ1 Loureirin A DH2 beta-sitosterol
LXJ2 Loureirin B DH3 Daucosterol_qt
LXJ3 Loureirin C DH4 EUPATIN
LXJ4 Broussin DH5 rhein
LXJ5 Isoliquiritigenin DH6 (-)-catechin
LXJ6 Liquiritigenin DH7 aloe-emodin
YHS1 berberine DH8 Toralactone
YHS2 coptisine

Table 2. Repeating ingredients of a drug

*2 HYNEERS

e

o O wm >

D%
ellagic acid
paeoniflorin

sitosterol

Stigmasterol

R
CS. GBG
CS. MDP
CS. GZ. SZY. YHS. MDP
CS. DG. SL. SZY. YHS
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Continued

E (+)-catechin CS. GZ. MDP
F Ethyl oleate (NF) CS. Szy

G beta-sitosterol DG. GBG. DH
H Poriferasterol DG. MX

| hederagenin FL. SL. EZ

J taxifolin GZ. GBG

K quercetin YHS. GBG. MDP
L Kaempferol GBG. MDP
M Mairin MDP. MX

VE: CS: #FAY. GZ: KR, DG: 44, SL: =#. EZ: KA. GBG: FHRIH. SZY: LZEd . MDP: 4 5%.
MX: K&, FL: K%, YHS: ZEHZE. DH: KiF.

3.2. ERER

it Genecards 4 2 A OMIM Hdfe AR I 4R 15 21 JOAEAH OGHE ri3k 10876 >, I AURIIN, HE
BRI e, A 1w RB S5 825 R 7 e PHI B A SR 4 50 397 (14 1)

397

10479

Figure 1. Venn diagram of the targets of Miao Medicine Compound Longdan Capsules in the treatment of inflammation
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3.4. ¥3& PPI M4

W R R PR EE S RIERIAC AL TN STRING ## R, 433 PPI 2% 45 RoKs H 45 ) tsv
SN cytoscape 3.8.2 BRATAF T B4 AN 185, 1Ky 862, R4 Degree fEHK/h2:iilF PPI
W2 ILI%] 3; FIH cytoscape it fEEAT AN 3T, JFUEEX degree > 2 £ i A B Ak G BE#E £ 55 A, I
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Figure 2. Network diagram of “Traditional Chinese Medicine-Ingredients-Target”
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Figure 3. The PPI network of Miao Medicine Compound Longdan Capsules in the treatment of inflammation
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Figure 4. Target screening flowchart of key nodes of Miao Medicine Compound Longdan Capsules
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Figure 5. GO enrichment analysis dot line graph
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Figure 6. ClueGo functional analysis of biological process interaction network
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W2 T P FE DR O  5 \ DAVID 3 T KEGG {5 5B & 0T, 45 HBoR:
132 49 (P < 0.05) W] g5 W2 2 7 W FHIRFERFEDT R A RALRIA K IE Sk, %M -1gP EHET,
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