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Abstract

Lung cancer seriously endangers human health and is a major public health problem. The Xuan-
wei region in northeastern Yunnan province has one of the highest lung cancer mortality rates in
the world. In the past ten years, researchers have explored and revealed the causes and molecular
mechanisms of the high incidence of lung cancer in Xuanwei from different perspectives. Signifi-
cant progress has been made in the study of its special environmental factors to molecular me-
chanisms such as genetic susceptibility, DNA methylation, and noncoding RNA. This paper reviews
the research progress on the characteristics and risk factors of lung cancer in Xuanwei area.
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BN 2 it RO R e T B R4l R A it B R R Al e AL, R E AR HIX ) 20
fis, RS B MR R R R X 2 —o B =, B R X A I R R BT R R R
[EaEA 5], B0, BRI IX @ RAT B 0 B SR R, R A st % T ReTE S R B EAE
FA[6]-
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3.1. FREERME

BB X E 5 KRR R, RS ENRE A K ESUREY) R W2 55 R (PAHS) /& Si0, %5[7]. L
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