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Abstract

Objective: To investigate the expression of PD-L1 in different subtypes of triple-negative breast
cancer and its correlation with the prognosis of patients. Methods: A total of 240 patients with
triple-negative breast cancer (TNBC) who had not received neoadjuvant therapy before radical
resection were selected for immunohistochemical study of PD-L1 expression, including 60 pa-
tients with four subtypes of TNBC. Kaplan-Meier and univariate Cox proportional hazard model
analysis were used to compare the relationship between PD-L1 expression and survival time of
patients with different subtypes. Results: The median follow-up time was 55.75 months (range:
23.28~120.02 months). Overall survival (0S) was significantly increased in PD-L1-positive TNBC
patients compared with PD-L1-negative TNBC patients (P = 0.029). Among the different types of
TNBC tissues, the highest expression rate of PD-L1 was 26.7% in immunomodulatory type (IM),
which was accompanied by a better prognosis. There were significant differences in the positive
expression rate of PD-L1 among different types of TNBC with different TNM stages, histological
grades, and lymph node metastasis (P < 0.05), and OS was significantly prolonged in the four sub-
types of TNBC patients with IM. Univariate Cox proportional model analysis showed that PD-L1
was an independent prognostic factor for TNBC. Conclusion: PD-L1 has different effects on prog-
nosis in different types of TNBC, and the relationship between PD-L1 and prognosis is most close
in IM type.
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1. T4

FLIR e & Lot A LR B R 2 —, Forh = LR (TNBC) o5 B A LI B 15%~20% H.
MRS SHRERIEY ., B AR, FERWGIT1]. BT EAARPD-L1)2E— iR
ToAHRER A, MRS EE 7, H R R % 10 1) SN L 2 — . 76 T e 5 K
ZAK PD-1 454 )5, PD-L1 0] LA SHIME 5405/ S 80T 400 T, MRS o0 A T 40 B i) S i 52 7k .
PD-1/PD-L1 38 % 1 A5 SR A0 I8 G 28 A3k 2 R RE AT 70357 0k DG v 1) e 8 v 9T H b, 88 F 259 Ik PD-1/
PD-L1 JE 3G 08 T 40 D) Be T SUMRI 40 BV i, I IMTITERE 17 3 R iE Ve 7 18428 2] [3]. fEIX TR 7T
BT T PD-L1 /EAE 73 AL TNBC H [13RIA , LB b b e OIS 2 S ARYE IR 2 2 /R (AR) . CDS
FOXC1 1 DCLK1 HJ3iA4 TNBC 73 VYR . B i s A0 (LAR; AR+). S5 8(IM; AR-,
CD8+). JEJEE A 40 % 41 B (BLIS; AR—, CD8—, FOXC1+)#i1[f) 78 Jii #L(MES; AR—, CD8—, FOXC1—, DCLK1+)
(4] [5], W 1. AWFFCEE AR P HEAE T B A 1 (PD-L1)[ 26k AEAS 5] W 784 = [ 4 S AR (TNBC) HH (1)
FIE Jo HAUG gz, DUAS = B 1 2L BRI R T T SR —E I S K
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Figure 1. According to Zhao et al.’s classification scheme based on immunohistochemistry (LAR, luminal androgen
receptor type; IM, immunomodulatory; BLIS, basal-like immunosuppression; MES, mesenchymal type; UC, cannot
be classified)

B 1. R Zhao FAMET REBAUFMTLGTRLAR, ERERREZHE; M, REFHE; BLIS,
ERIFRENHIE; MES, BRRE; UC, RENE)

2. ENERE
2.1. —RESER

TAE 240 4122 HOAYEY R T RAT B BIVAYT B9 TNBC 2 #F3HT PD-L1 Fik ) %z b4 1w,
HApPUAn ) TNBC B35 % 60 9. Frisxd G35 02 tk, PR 53.2 B (Guf: 32~83 %), MRIEHFHE
BEE NS, BI<50 2 FN1>50 & DAtHE—5 0. WEE L, KESEUMIR VIR I M S5 2L 232 1T
7(80.5%). fEZW L, K&—FHEELT TNMII #1(46.6%), k2 TNMII #(27.2%). A B&E T
RATHI AR BB TT K A GO IG Y7, Bl AR E R e 5, HERAR 5 17 G 4 BiG 7 & [6].
2.2, ik

ffH R BFFATRUT, 2 Bl MR H o Lok $id, ESFaRR N THE + F5
{72 (SD), W1 15 H Fisher 5 K 36 B Pearson = J7 K 46 v S80I PR3 BRARFAE 55 TNBC MBS 2 [6] (R AH G M [ 7]
SAEAFHH(0S)E SCN M2 B H I RIFE T H 8l S5 — BE U H 3 I ][R F& , OS i A Kaplan-Meier 4341
5 . Cox LA XU [l V= A5 284 FH T ff s AR B O TG 2 3, GBS T THC f TNBC MF R R B AR 845 BT )
EREITLZA RSN, plE <0.05 INAA G EEEZER8].

3. &R
3.1. PD-L1 ZEARFE 9 8 89 = FA 4 2L BR B R B FRiX

TEAE 20 417 TNBC 41 PD-L1 RIEFAE, HAP7E IM PRIER R E N 26.7%. 1A F K TNM
I3 LR 203 2 BRI 9 B 4 BUAE AR [) 29 B f) TNBC Hf PD-L1 ) B PE 2608 R AEAE B 25 25 R (P < 0.05),
Hodr LAR # PD-L1 MR IAZH K 21.7%. IM BLK 26.7%. BLIS B A 23.3%. MES BN 18.3%. J T #fi
5E PD-L1 5A4FE 48 TNBC FilJ5 2 B9 R, AT T PD-L1 RIEFEEH KB AEGFE9] [10]. W&k
1. K2,

Table 1. Clinicopathological features of TNBC subtypes based on IHC
= 1. &F IHC A TNBC TR s RRIEFHHE

LAR M BLIS MES p 18
FERTFIEAREE) 57.6 (11.5) 55.7 (10.6) 49.7 (12.6) 51.2(10.4) <0.001
<50 % 11 (18.3) 21 (35) 36 (60) 28 (46.7)
>50 ¥ 49 (81.7) 39 (65) 24 (40 32(53.3)
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Continued
TNM 7311 0.543
I 9 (15) 18 (30) 14 (23.3) 11 (18.3)
11 29 (48.3) 28 (46.7) 27 (45) 26 (43.3)
111 18 (30) 13 (21.7) 16 (26.7) 19 (31.7)
v 4 (6.7) 1(1.7) 3 (5) 4(6.7)
M2 0.233
1 3(5) 1(1.7) 2(3.3) 1(1.7)
2 18 (30) 8 (13.3) 8 (13.3) 6 (10)
3 39 (65) 51 (85) 50 (83.3) 53 (88.3)
N 0.421
% 37 (61.7) 28 (46.7) 41 (68.3) 38 (63.3)
= 23 (38.3) 12 (20) 19 (31.7) 22 (36.7)
PD-L1 0.245
oH 4 13 (21.7) 16 (26.7) 14 (23.3) 11(18.3)
9344 47 (78.3) 44 (73.3) 46 (76.7) 49 (81.7)
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Figure 2. Survival analysis of triple-negative breast cancer patients with different IHC molecular subtypes based on PD-L1

expression (A, IM; B, LAR; C, BLIS; D, MES)
2. AE HC 5 FI A =AM FLIRE B EIRIE PD-L1 RAFHITEBFES(A, IM; B, LAR; C, BLIS; D, MES)
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3.2. &£F IHC B9 TNBC ERTEENX

R2JERT OS MHAARMEZ LR Cox BIHMHT, KR FIEET IHC MIAEEER K. HA&Mm
=, 5 IM ML, LAR (HR: 5.04, 95%CI: 1.45~17.4). BLIS (HR: 4.72, 95%CI: 1.46~15.23)1 MES (HR: 3.85,
95%Cl: 0.97~14.86)TE A F /T 5 ZE 1 OS WA [11]. SA1 A BLIS 75 2 AR S AR Hp A1 88 Wl 2
(HR: 3.29, 95%CI: 1.01~10.72).

Table 2. Univariate and multivariate Cox regression analysis of OS

2. 0SHBTEMZETE Cox @EADH

R ZHEENT
HR (95%CI) p il HR (95%CI) pfa
Fl(EF)
<50 1
>50 0.7 (0.45~1.14) 0.131
TNM 43
I 1 1
I 6.7 (1.46~26.15) 0.013 9.06 (2.08~39.37) 0.003
111 17.63 (4.2~73.94) <0.001 26.34 (6~115.51) <0.001
v 81.82 (17.69~378.37) <0.001 105.63 (21.68~514.23) <0.001
WL
1~2 1
3 1.08 (0.7~1.93) 0.776
ML
5 1
= 1.27 (0.78~2.09) 0.34
F THC W41 8
M 1 1
LAR 5.04 (1.45~17.4) 0.011 2.87 (0.81~10.05) 0.101
BLIS 472 (1.46~15.23) 0.01 3.29 (1.01~10.72) 0.049
MES 3.85 (0.97~14.86) 0.052 3.08 (0.79~12.04) 0.106
4. 1ig

AV s R o, = BAPEFURE R i) IM LI R EEARRAE B AN [F) A A, A b oA
WAL, HFE R . BATINRS IM 2 PD-L1 BIMEREE . HxF 7 Ut s, i

T B B S AU SR A AT AE R G g RO B R R A OR[12] [13]. ARAEHEBAAIE T 438, CD8
eHEA A E R H A B %m0 ROC #iZE FHEA(AUC), mRNA FI& A FRE 2 W EA BRI .
CDS8 24Ul EPE T AU AIARICA), & TIL AR Go et 35 1Y) 58 B 20 B 43 [ 14] o RIS AT 72 R 30,
PAIA]R CD8+TIL MIAE/ERAREN IM R BH RIiFMTE, X — KIS HMBF R —8 IM W8 CHEE
BB B I e Sl B A DGR R I R0k, AR F5 546 5. S diifE 5165, Hrsm T2,
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T FAE 516 Sl (5 5 1% Sl Al e N S AR 15]. 18 Sk & sl 370 (9 an PD-1 4kl
AN G iE T H TR TNBC [16]. SeriiAF iR, PD-L1 %55 TNBC H& /K- CD8+T 41 /it
BRAEAHIR[17] [18]. DML, @i THC -l TNBC JEH 2 IM AL H PD-L1 ({3556 T 195 AR 07
Femg A EIEE L.

TRV FREA F, BLIS WARIH WF &L, LAR Al IM WA Z LT t. BRI
1% 3 g WT BLIS WAL, %30 BY R RE a2 40 B VR 5 IR 7 L. DNA A& S0 A s e B 2 [
N XA YL BT CAERE BLIS W2 (¥ 8 R AUFIE S BUR E M AEAZ 45 R[19] [20]. 5 RIZRAIRE 5T
XSS SRR, ST B AR E D E s, DRI R S .

WAV A — LR PR . Bk, B D, AT RETE A 2 5511 PR s BRI AN A A7 5 SR A ORIk
FARERZE . HIR, AR, DR R S R R T AL B B AR, (R BRI ek
BRI R R R E R AT T 45 R

Zx I, PD-L1 £ IM ¢ TNBC H B /K- VIR Ty, RIS 2> 520 2] 3% 75 . PD-L1 BHPER) IM 84
TNBC B# ARG TIEIT AR BT .

B O

ITXEMVEET, WTHKATR. “BFEASE, THBRBE. 7 BRRRN S ——/ L2,
LA RRNIE . D2 Fr AR AR, BB RN AL, ANEZE, FEBRIM. “WH
T RABHRGES L. 7 BRI —BEAEHE T A 028 RER. SEIF SRR B
R, FEZR, Lo BEERREHE-ERTKED, “BREAREE, PR
A7, EIRATHT BRI IRl
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