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Abstract

The variation caused by the pathogen during transmission has a serious impact on the analysis of
disease transmission dynamics. In order to better understand the effects of pathogens mutation
on the spread of disease, the article established a mutation in the process of two strains in the
spread of infectious disease model. We describe an infectious disease model with variation of two
strains in the host mainly by ordinary differential equations, and analyze the stability of the model
at and near the equilibrium point by linearizing the equilibrium point of the model. We know that
the model is globally asymptotically stable at the disease-free equilibrium point and locally asymp-
totically stable at the boundary equilibrium point. Finally, we give the conditions for the existence
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of coexistence equilibrium.
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