Advances in Applied Mathematics B $2£3# &, 2014, 3, 29-34 Hans Xt
http://dx.doi.org/10.12677/aam.2014.31005 Published Online February 2014 (http://www.hanspub.org/journal/aam.html)

Using Molecular Beacons as Paste Series Computing
Model of a Logic Gate

Jingjing Tang, Jingyi Shan

College of Science, Anhui University of Science and Technology, Huainan

Email: 595455103@qg.com

Received: Nov. 1%, 2013; revised: Dec. 10", 2013; accepted: Dec. 22", 2013

Copyright © 2014 Jingjing Tang, Jingyi Shan. This is an open access article distributed under the Creative Commons Attribution License,
which permits unrestricted use, distribution, and reproduction in any medium, provided the original work is properly cited. In accordance
of the Creative Commons Attribution License all Copyrights © 2014 are reserved for Hans and the owner of the intellectual property
Jingjing Tang, Jingyi Shan. All Copyright © 2014 are guarded by law and by Hans as a guardian.

Abstract: In recent years, it has become a research focus of DNA computer to realize the Boolean logic gates
by using DNA sticker model and paste system, with the research of DNA computing and DNA computer
going on. But making the molecular beacon as part of the paste series has not been seen, and this paper rea-
lizes the DNA computing model of logic gates with such a new method. This model has all the advantages
that the previous general sticker model has. Also it is easier to operate and observe, and has higher reliability
of results. With high specificity and sensitivity of molecular beacon itself, the logic gate has a more intuitive
operation and observation.
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3-TACGTACCGATTGAT-5 3-CGTACGTAAGGTCCA-5

Figure 1. A store chain and the associated sticker string (collectively, the storage complex) represents a string
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Figure 2. Molecular beacon combined with the target molecule
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Figure 4. Molecular beacon A and Molecular beacon B
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Figure 5. The reaction conditions of enter the molecular beacon A and B
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Figure 6. The output results when input molecular beacon A
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Figure 7. The output results when input molecular beacon B
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