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Abstract

In order to investigate the infections of Neospora in horses in around Hejing, DNA was extracted
from 56 bloods of horses and they were amplificated using specific primer to diagnose and inspect
the positive samples of Neospora. The result showed that the positive rates of Neospora were 8.93%
(5/56). Combining the analysis rearing environment of horses, we found that horses and dogs
were contacted and that they were infected with Neospora. The experimental parameters provide
the town’s backyard horses of Neospora infection for future long-term studies and provide a relia-
ble basis of healthy aquaculture awareness for farmers.
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AT RAEEAER P ERDREFATROENR, EEMNAPCRAEE, XTREVIRE R 56T D4 A R
HE4T TDNAREL. ZPCRIEN, LW RGFFHEASR. LRER: FriRBUNS6&MDNAYF, FHATFHR
KIFH 2R ~8.93% (5/56); SHZOAFHRELMT. THRIABR DL SRS, SR THATFHRK
BYZLRSHOT AL S TR ZEBFR D HE T R LR ER P ERSFEE RS R AT RAKTE.

K2R
I, HATH, £1MDNA, PCREZE

1. 51§

B 5 (Neosporosis) /& B R B 7 H.(Neospora  canium) 51 & 1) —F =5 B35 A4E T 18 A0 19 iR
B0, 19844E H IRAESS AR I R DL, 19884EDubeyld K Hdn &4 N R BT du1]. 2. £, %R
2RI A LS LN E R ETE R Z A AR R ZORTE M Il 1E 2], mE E EAA R
FUKPALRE3]o FEE BRI F=A0MA LLAGH AR LIRS B4 R G, FLIG PRSI R b X FR A ]
FEAEE A F B ZE T WP RIE 2 HBOR B 5 PERAT, — S D38 ml R A2 (3] Hifi 7 B S i A A0,
JZAFET RO £ EFH L =530 E K. sk, ERELLRE. FE. S5, S0 LS X Y
RINA LI IAELE[4]

B Db R SR AL P PR DB R R, R RATE R E SRR 2 RS, ARG
BT TEE AT, WA B E. A SRR ARILE bR &S], AT, B
WA, WA R E, DL A E 6], MIFAMRON, IR R R . AR
M5 SCRE P R BRI B HOolk, B, iSRS RIE)R 2 HAE RIS IT, Xt B
V) 422 FAD 5 ) 5 3K FRL R AR o WO AR L) B TR A F 1 A O T B 4 I B A e AR E 1 R
HA— 2 P&

2. RS RE
2.1, WS EZMEAR

B IR AR ZH DNA S BCaGR& 0 B A 5t 38 | R B IRA W] DL2000Marker. 2 x Es
Taq MasterMix 1 3 L3 oA AR AR A F .

F BB : RADIAL20 4 305 3 25 O HL(FEHE A ORTO ALRESAAF]); DK-600A 7 H HufE iif 7K
(Ll —EREAERE R A F); DYY-II-5B A (AE /S — A F]); PCRAX(ZEE Bio-Rad A ).

2.2. 5|HIMERL
SRSCIR 716 B X IR 7 BUR AR SR 519, H SRR 4K 635 bp,  H_RIFAY) TREAT IR

LR D2
EJ#51%) TOX4: 5’- CGCTGCAGGGAGGAAGACGAAAGTTG -3’
T TOX5: 5°- CGCTGCAGACACAGTGCATCTGGATT -3’
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2.3. HSRER LM DNA BRE

2.3.1. HRRE

FE SR BEH LR AT 235 A0S SR M BER BN = 56), GG IREFRME Sk D ASE L 5 555CE
ARG RAEAR) -
2.3.2. 210 DNA BJ3RE

HL 200 puL i, A UERBUIMN S FRTEERI M, BN 1.5 mL 204 . I 20 uL Proteinase K ¥& )
TRIERE R AT, TG, 1% BRI 5L K 20 DNA $& G0 G vl B e T A, B 32U 4 1l DNA JiUE T4 °C
REE, LMiEH.
2.4. BES*E

PCR & M2 Wolrft 72U A0A TR (8], DSR4l DNA JARAR, 34T H AR BOd 4,
SNARF G 25 L, BARRNAR R AR -

10X PCR Buffer 2.5l

dNTPs 2 puL (M %0.2 umol/L)

5¥ITOX4: 1 uL (3K E£0.3 umol/L)

51¥ITOXS: 1 uL (¥ 0.3 umol/L)

Taq DNA R A1 0.2 uL (#£0.625 U)

FARDNA : 2l

K RZEIK 16.3 uL

KA IPCR SRR 71 : 94 C9%Bmin  SC57min  SC72min  SC72mif0 min:4 1&1F,
3I5SMEFR .

PCR P46l BUE & PCR F2#)F1 6 x Loading Buffer FREZEMWE T /MRE], U 1%58 e LR
FEYICREI . 3 8 I 2 R
3. RIEER
3.1. £MmEFEL DNA REGER

TR 4% TR A 2 5 TR A DO SR BRI & OB E B B8, SR 2R I K IR BB, DNA, JEEUE &
X HHEAT 1%35 IR Bk, 75 2SI B B s i Bk 46 O 1), B iE IR AR DNA $EEURT)
3.2. SHifaTHm PCR LR

%} PCR P=W0iEAT 1%E Bt i ek, FHAAE XS B 48 T N B 261, BAMEXTHIR T 4671, &
T 56 Orimeerr, Hrp s 4 AT, b7 B LR 8.93% (5/56), LI 2.

4. hie 5/

M AT K, mdbs, vdbe, K, o viE . S AL AT R =50, S
39,686 F i AH. BENZIL. 2, KIEF. MESEE R RS R, TR R 3077 7
., EREREEROL A AR BN, TR T D R R, UG R ] B H 25 52 3
Kk, HRDVE N R BEhY, A R AN EE. W TS EEREE,
HIwHN, EERAAYYRMEEDURSR. RFTRM, MR TREEE™E, HE—SFHEREM, &
IR BRI A B AR 5l .
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R AR LR

=

G LA A AR

AT HRO SR ) LR T 8 ] 2 A0 & Mk AR N B2 SR AR IR
B, BTSRRI AT . BT dUR G S R RiEE D
JEYH T BUR R OUEEAT T A, SRR, IR R T R R0 8.93% (5/56), BLMTIZE UL
FEF L ORI G . %45 RO S 220788 S VLB /1 R IRAT R 2 32t 1 BE skt

H T R ARSI 75959 BLISA A, P i 482 2 e SRR (R L AL 375 26 A7 7 7 dUpt AcAee

.

KA Hr 7 s ) P e g R 28R 2, WL E s (RS ) L B 1 A R EE R[]
Bk, EERAT HREGHT RS ERFER, HEABERE SITA & EX A RIS, HAR
IRRAEUH BESD, ERIAERE TR, G T SR TR, X5 EX 1015k 24550 — 5. ol
KB T [T CART, & MAFR 5 0 EOes Ry, REn®, I b7 mps rhg R .

M: DNA 73 7 JfiigbriE; 1~3: 4l DNA
Figure 1. Whole blood genomic dna of horse

E 1. S 2miEsEFELE DNA

M 1 2 3 456 728 9 10
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M: DNA 7 Fisbrite; 1: FEVEXTIR; 2. BATEXTER; 3~10: #6849
FEdh PCR 724

Figure 2. PCR examination of equine Neospora

[# 2. D fAFH PCR #&E
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