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Abstract

Objective: To study the expression levels of AQP1 in human nasopharyngeal carcinoma (NPC) cell
lines with different metastatic capacities. Methods: AQP1 expression was detected using RT-PCR
and Western blot inhuman NPC cell lines CNE-1, CNE-2 and 5-8F. Differences of AQP1 levels
among 3 kinds of cell lines were then analyzed. Results: AQP1 expression could be detected in
CNE-1, CNE-2 and 5-8Fcell lines. The AQP1 levels in 3 cell lines were different (P < 0.05), and the
expression of AQP1 was increased with the degree of metastatic capacities in human NPC cell
lines. Conclusions: The AQP1 expression is possibly associated with the metastatic potential of
NPC cells.
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B : HITAQPIEARFAEBERANLWEMARTRENER. Fik: FHRT-PCREWestern blotFifh
Frik, KWICNEL. CNE2. 5-8F=FMREHEBEEN A BEELkHTAQPIREAEM, HoHAQP1
RiEEMPEBRIBREN KR, 45 FECNE1. CNE2 K 5-SF4 itk H IR BIAQP1 I FEiL . E=FA
BB T, AQPIHIRERKTFESITEER(P < 0.05). TH, AQP1HIRIEKFFEE S
HREBBRNEETEMN. &8 AQPIMRBAKFA A5 N\ &R HEB IR FIMEE.

XK ia

BIRE, 40fEHk, AQP1, RT-PCR, Western Blot

Copyright © 2018 by authors and Hans Publishers Inc.
This work is licensed under the Creative Commons Attribution International License (CC BY).
http://creativecommons.org/licenses/by/4.0/

1. 5|8

SR R TR E R, Hob, TR RN B A EE T i T S AL E I B A AR IR
M2 rEdE, KEEEEHRLH OB P, 20 & B 0BG RRTENEGAI16IT R, mAFERS 2 8
JEIRTT R R R 2 — 1] Pt S MR WL (AR ST AR 2L, e i — D PR SRR R R e
Pm B A RN D IR

JKIEIE 1 (Aquaporin 1, AQP 1) 7K 8 F 5 — 01, IR 90 R I e 5 IR IR IR i S 7 A7
HEECR(2] [3] [4]. AW AQP1 £ & MR 46 7% Hh (1 1FE T, AW 7818 5d RT-PCR %1E RNA /K-F-Hl Western
blot VETEE H/K AL AQP1 £ 3 FPA[F LR 15 Re N S 40 f bk CNE-1 (h BEREF2 1), CNE-2 (R #%
PE). 5-8F (I 6 PE) mRNA Rik L EARBIZES, 241 AQP1 FKIE 5 A £ A i 4H A% Fo 18 Be 1 AH ¢
P, NPT AQP1 5 SRR I RS SLIG SR AR IR Sh A, 4 UL B R S R B R AL LR T
GELY/k 22 YR

2. MRER*E
2.1. #

3 BRAS A RS i B 1) N SR JEE ZH MR (CNE L. CNE2. 5-8F)H ERF2E B b A dr BF 220k 70 e 40 it % Y
ORI E SR A MR A IRA T, BRFENE 10%/NEME LT BEF R RPMI1640 5775t
(Biolnd A7), 5% CO, H# 4 37CHiH .

2.2. ST

2.2.1. RT-PCR #&NBMEZELAAEH AQP1ImRNA FIAKF

AQP1 mRNA 5|#): EJi514 5°-CAGCCCAAGGACAGTTCAGAG-3’, 5|4
5’-CCATCATGGCTAAGTGCACAG-3’, ¥ Wi E RN 119 bp. WXTH B-actin 514 EiFE5IY
5-TGGCACCCAGCACAATGAA-3’, Fiif514) 5-CTAAGTCATAGTCCGCCTAGAAGGA-3’, " J Ik
KEEN 185 bp. MHUWAHM, %M Trizol HFI & UL B RIS RNA, 40 RNA £ 5% il cDNA
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MR f, B 2 L cDNA AR L E 25 pL PCR R MNAK R, B AR S Ja /8 550, BT PCR ¥ 38 h 1.
FHRCEFE W 23K sybr green 98 64kl 1 uL. ¥ 14 /5 DNA ¥4 S ul il DNAMaker 5 uL 782 J5 B 2218 in 2
FLVKAE P, Hal B, SRR & R DRI UG B, VI H IR R AMNBAR I IEAT A 6 . AQP1 mRNA
FIAEARXHE A % HBIFE 5 p-actin 4 5% i B BEAEL AR

2.2.2. Western Blot %47 3 F#héffatkth AQP1 EHRIA

EOH K A 2 e, 40 B O AR B R 1, R bradford Eb (2320 5E 25 114 B . SDS PAGE HLIK ) 5 40 uL
FEAS, B HEEENE R A% % PYvDF I L, 4CHHEREMA—HMFE 2h, TBST ¥k 3 RJEMA
BRI AN YIEE b ICH P TIE (37°C, 1 h), ¥ H 45 )5 TBST FXPE% 3 I, St iEs. AQPI
HAMXRIEE NS H R ACEEME SN NS p-actin J6 % FEE A HLAE

1.3 45t 22771k A SPSS 20.0 At 47 /A, B SR 2 7 Z 0 #rF1 LSD 7%, P <0.05 NZERA 4
TR
3. 858
3.1. FRIAEBMBEHMEYT AQP1 mRNA KIFRIEKF

RT-PCR 45 % &7~ AQP1 mRNA 7£ CNE1. CNE2. 5-8F = AN [E] 55 74 1; i £ MR o 4 B Ak v (R A X 26
KRR EERP <0.05). HFHEELSERER, CNE-2. 5-8F Al RIA/KTFERBEG I ERELEP =
0.125), {HIE T CNE-1 (P % <0.05) (L& 1).

Table 1. Expression of AQP1 mRNA in 3 nasopharyngeal carcinomacell lines
* 1. —MEEEMART AQP1 mRNA HIZRIA

ik AQP1 mRNA XS RIL & (x +5) F P

CNE-1 0.29 +0.05

CNE-2 0.57+0.04 101.96 <0.001
5-8F 0.65+0.06

3.2. FRIABBEAM RS AQP1 EHMIFIAKE
Western blot 45 2 /~7E CNE-1. CNE-2 A 5-8F Uk A vl #5:M 3] AQP1 FEHKIRIACLE e 77

CNE2 CNE1 5-8F

Figure 1. Expression of AQP1 protein in CNE2, CNE1 and 5-8F cell lines dectecting by Western blot
B 1. Western blot 1M BIRF B CNE2, CNEL. 5-8F 4+ AQP1 KyFKiA

Table 2. Expression of AQP1 protein in 3 nasopharyngeal carcinomacell lines

2. ZHEIREMAKKT AQPI BIFKIA

i TR AQPI AN FRILE (X £5) F P

CNE-1 0.32+0.02

CNE-2 0.58+0.03 41.24 <0.001
5-8F 0.65 % 0.04
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ZET AT RO LU 45 R R, M AIfaibk AQP1 BE ARIAIA Gl Z 5 (P 35 <0.05), Hrb 5-8F i,
HKN CNE-2, CNE-1 #iEHRAKIL(E 2).
4. ¥Wig

AT, AT AQP {E/R [ AL 1 it S A A P bk Fh R IA TG 25 5, T e R i 10 S5 W e 400
Pk CNE2. 5-8F 1] AQP1 KA & TAHXMIK A M4 itk CNE-1, Hrb 5-8F Fikfx s, CNE-2 IRz, 2
/N AQP1 5 SL g (75 H BN C R .

A ) 2 ARE T E AL B AL E DA, Rem sl IR BRI IE KT, XD, R
KA EEAEFH[S]. AQP1 2R RILI/KIBIEE 1, HEREA T NGO Tpls — pl4[6], JF
LY RARTE SAFAE, 76 4 DRI R OB o & B MO LIS, FLEHE 1 AN IE s XIS HE 5 IE
BT, BERKA TR T REE . AQPL & —M UK iEiE, HAFRKME NSRS, fEYERr
Y1 P9 PR B ) R e T R R IR R o IR R I, AQP1 TE R i 5 R id A rp 32 B R % DL W A5 A
e 1) AZHRERR A A il TR HRE Y AQPI K IA /K ANBHUM 25 55 B S IEAHC[ 7], mtbR AQP1 JE A ) /s
BRI e SRR AR, IR Al A K 20 R, I A /b (8] 2) R EERR 4l eIt . AQPT W LLE
TR B 5 240 L S AR TE R R IR A L A%, R i AQPL AT S /K B2 mT R A2 iR 41 i 1T 7%
PR R R T EERVE R, RO G T DR S5O A0 B A [ R HERE 9]

HAl, AQP1 fE&MRIE L AT LD . ZE0 A48 R RIS iR 22 AQP1 RiAs: Tk
R, HIARERAL MR AL b RiE i — T m[10]: AQP1 fEL M il VEGF 2 5 L A R,
TR 3 e 2 KRN R [11]0 AHIEFELE SRR A AP s AQPT TEAN[RI2 2875 it WA e 200 Ak 1)
RixfER, Wil-—PUEsE T AQP1 5 SRR A

5. &t
b TR, AQP1 bk TT SR HE SRR A B, A S AT A 0 e 28 2 TS 9T, 3F

FRFIRARIGST 7 R 0] AQP1 Kik, RETRUIAE MM i Rk, PRI MR &, [t
— WL

& H
IV R R R O A A B 73T E (2017KY0129) .
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