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Abstract

Objective: To observe the effects of anthraquinones extracted from cassia seed on intestinal mi-
croflora of obese mice induced by high fat diet. Methods: 40 ICR mice were randomly divided into
5 groups, namely normal group, model group, normal dose group, low dose group and high dose
group of Cassia. The normal group was given normal saline intragastric administration, and the
other groups were given anthraquinone extract of semen cassiae intragastric administration. The
changes were observed after four weeks. Triglyceride, total cholesterol, high density lipoprotein and
low density lipoprotein were detected by biochemical method. Feces were collected to extract DNA,
and the changes of intestinal flora were observed by fluorescence quantitative PCR. Results: Com-
pared with the normal control group, triglyceride levels in the high-fat model group were signifi-
cantly higher (P < 0.01), HDL and LDL levels increased but no significant changes were observed;
The number of bifidobacterium and lactobacillus decreased (P < 0.05), Staphylococcus aureus and
Enterobacter cloacae increased (P < 0.05). Compared with the high-fat model group, the level of TG in
the cassia anthraquinone drug intervention group significantly decreased (P < 0.05), TC and HDL le-
vels increased (P < 0.05), there was no significant change in LDL level; The number of bifidobacte-
rium and lactobacillus increased significantly (P < 0.05), while the number of Staphylococcus aureus
and Enterobacter cloacae also decreased significantly (P < 0.05). Conclusion: The anthraquinones of
cassia seed have certain effect on the treatment of obesity, and its pharmacodynamic mechanism
may be related to the increase of the number of bifidobacterium and lactobacillus in intestinal tract
and the decrease of the number of Staphylococcus aureus and Enterobacter cloacae.
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Table 1. Primer sequences and annealing temperature

1 SIMFFIRBRNRE

EAY N Fr3l BRI
. EUB338: ACTCCTACGGGAGGCAGCAG
i o
A 51 EUBS518: ATTACCGCGGCTGCTGG 531
Lactobacillus F: AGCAGTAGGGAATCTTCCA 55°C
R: CACCGCTACACATGGAG
Bifidobacterium F: CCAGTATCAACTGCAATTTTA 55°C
R: GGTGTTCTTCCCGATATCTACA
Staphylococcus aureus F: GCGATTGATGGTGATACGGTT 55°C

R:A GCCAAGCCTTGACGAACTAAAGC
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Table 2. Changes in TG, TC, HDL and LDL values in different groups of mice (X £S,n=6)
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Figure 1. Relative quantification results of different concentrations of drugs on intestinal flora of mice in each group

(X +S,n=6), different letters indicate significant differences (P < 0.05)
1. FEKEHD AN RBERFENENEEER(X £S,n=6), FRAFBRFIEREE(P <0.05)
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