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Abstract

Since December 2019, a series of unexplained pneumonia cases have emerged in Wuhan, and the
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new coronavirus pneumonia epidemic has spread in various parts of China, gradually becoming a
public health emergency of international concern. On January 12, 2020, the World Health Organi-
zation tentatively named the new virus the new coronavirus of 2019 (2019-ncov). On January 20,
2020, China included it in Class B infectious diseases and managed it according to Class A. On 30
January 2020, the World Health Organization declared the 2019-ncov outbreak a public health
emergency of international concern (PHEIC). On 11 February 2020, WHO officially named the dis-
ease caused by 2019-ncov as coronavirus disease (covid-19). Based on the current data, the epi-
demiological and clinical manifestations of COVID-19 were understood, and the prevention and
control measures against the epidemic in China were expounded.

Keywords

COVID-19, Novel Coronavirus, Public Health Intervention

Copyright © 2020 by author(s) and Hans Publishers Inc.
This work is licensed under the Creative Commons Attribution International License (CC BY 4.0).
http://creativecommons.org/licenses/by/4.0/

1. By

2020 4E 1 F 7 H, o E g5 R 124 ot (China CDC) MR AR AR T-RE A b % 5 — i 28 SR
FE[1], Bl A DA ZYWHO) A 44 o 2019-nCoV [2] [3]. 1 H 20 H IR E s H g N 2 24% i FF- 4 H
KHATER4]. 1 H 30 H, MR4E (EPrPA%H(2005)) , A DALY EA 2019-nCoV FE1E A [ ik
HRR KA DAFEMEPHEIC). 2 A 11 H, AR TAEHZIE K 2019-nCoV 51 & K 4 4 2019 4
TR #9% (COVID-19) . FeE E X PA{@ R 2 A 21 H 8 B s IR 5 45 441217 COVID-19 [5].
P R BRI, 3R & 2y 2y i B [ 5K — R RN S5 4, RS EPUE . B S50 T )
Oy BESN RHIEN BRI BT ML @RI 16 COVID-19 AT 5 Al RFFAE A 78 K
B, AR ACE I B A R IR T O R E, HUAFEN S N Z EAERE[6] [7], A H a2 B E ik
Rz —, HEEEREZ 2 S B 5 B S 3 sl A 3L AT IS 8] v T Btk S o i B4 N 03 s 47
Hu R COVID-19, FATHLIA SCHk K B e i i AT ARG B IR, 4 Ja BRI 78 K B 1Rt 5% .

2. COVID-19

AR RS — AL, BHPE. B8 RNA WdE, HAPSERBMEHAMGE . SN N o R
BEA B R, E AT RIS RORIR B TS . mishi . R RS AL s, B RS
VI afERE, — BAR R AL B Re s g N3, st ol A %o . F14n, 2003 4F ()™ 5 Sk P 4%
B IR 5 (SARS-CoV) Fll 2012 - H R IR 25 & 1iE 76 IR 9% 5 (MERS-CoV) [9] [10]. COVID-19 & —Ffr
INFIRGL p bR 258, ¥ DUw 25 0 & i et D00 25 o UKL R IR TR Bimh BT, % A 2 1%, EAT 60~140
nm. 5 MERS-CoV 1 SARS-CoV A[H], COVID-19 & /&4 N R 8 R 28 LN R [11] . LA
HE DY VP E LM R FIREE(S). BEAM). BiREE(E). AT E A (N) B E S,
S E N S1 M S2 (AR AL . ST I 518 3 2R ES SRR FE g, B RAEPIAN S, N-R
SERAT C-oR v RBD 45Mg3s, e B 518 £ M BEAEH[12] [13]. FFH 4K 29,881 nt, 2 Ttk
R 7¢ & B, COVID-19 5 SARS-CoV [RIJAEMEZ) 79%A1 MERS-CoV £ 50%, 5 SARS &R & S 2 H K
SR T Y[RV 76.47% [2] [14] [15], (HEAACRIE A . W22 5 5 K, COVID-19 &
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# ACE2 (& Kok XLl 2) IR A MR i, ACE2 Fi&T | I iyl bz ampf. o, 83%f% 11 7Y
i gn s ACE2. FPEMManil ACE2 /K FaT L. SANFIEEFREAAEL, MM R
il ACE2 I)RIE /K iy ACE2 (1) LI AT e/ S AU R 15 T 10 S0 SN . ACE2 (1)1 ik il AZE K
RERE A, RSER BRI AR, A SRR E 402 [16].
3. MITHRZEIHER

BAMEH TAH DA YRtk e B, BB e M ARE xRy, #%F 2020 4 3
H 14 A B4 12 Sbmtita)), 4ssRIEHiSmE12) 154,990 1, EpN RiHi6i2 81,048 1, ZitsET: 3204
fil, iz 20 B, HopaQpl 4 6, SEAMRIN 16 6, BRIFEEAMEN 111 4l [E A RI2 73,942 4,
FUTAOTT 2412 5], B 9751 B, BEHERE R RS, S HIEISIE S, BT AR
PERG, A AR E SIS AW & A, 1 (A ] O tH PRI [0 R, A5 R 2036 T R v R AT i 12
I RAFHI .

AR LA R DR 1T, B NN AR GER TT RE SR M0 7= i o SR HRIE (1) 41 1) 3825 (1)
WG IR BRI, AH 27 4 Bt (e i = ah iy, — DX REIBE(L7]. w25 7 51 B,
COVID-19 A HE Fe 5 Tt i 5 2 i di 2 v 6] 15 F2[15] [18] [19]. B AWl LT & X6 Mz b
(ps T AL GetE R, RBUKSER BRI 5 COVID-19 BT L ettt 450 E0, g AIKSR
AffiE2 COVID-19 HIPAMEIETE F2[10]. A KIS keA 5¢[20]. H H a7 BARMAE LRI AN . 2020
1 H 20 HE R PR PN L R ALK R LBt H 5 A AL NIILE, B 5 2 UL R 47 51 7 R
PL[9] [21] [22], COVID-19 fFEZKFEREMALIE. NMEANMIS, VI HBUGERAEFHINS, AR
NGRS . BT RORT Bt R B il 21297 77 R, R BEAL R R A e B A AL R AP IROE A4 46, TEAHXT
35F P PR P58 A K I i) 22 B T s R B AU RS I O T AR AE SR IRAL R I T e o H T 7RSS A0SR vhn] 73 55 B
RUREARTAEE, S R S S IR PR B (175 e i iR IR B ful A 1 . N 2 8% A I PR B2k 3 o
RI[23], TR BRa B, SFRAAE 15 5 LT E MR, M 30 IRk COVID-19 /&G4 m] RE T 2
JEI R0 o 3X AT B8 52 43 BT B B0 B 10 PR 1) 50 4 2 DR 3 S5 s % 28 0 )R] o Gl 8% COVID-19
(LR VETIN L L8], RO (GEAZIEAE) N 2.68 (95%CRI 2.47~2.86). A W HALIRIEM SR, 2R EL
AT T T 0 HE )

4. IePFRFRIRZAER

0TI R DA R I 0 T OR T B RCHT Bt R 23 Ml 6 B2 7 R (RS IR) o, IR 1~14 K,
28 3~T R, W LR I[24] [25], /D Ra S 14 FAg B, AT 4K o eI 1) 41 1) 238 I R Bk R [17],
W AERSE K be . AL AR B 57 s BN IR R . SR W ANARYS . 41 B35 i 48,
s CT A w2, 41 6, 5 27 151(65.9%) B &0, 3% 12 4]y ARDS (Fubkmeng 2
ZEEHIE) (29.3%), 6 5124 RNA IfILJE(14.6%) 5 i A2 O BEH5473 (12.2%) AT 4 51 4k A 1 4 (9.8%) . FLrp
13 £ (31.7%) B 1k ICU, 6 % (14.6%)FET. 4 171(9.8%) 4 T B4 CINLMLES, Hr 2 51(4.9%)H I
TE AR EUAURE ,  FRHEZ RSN A S ROaTT . A B #Z TRt E RG)T, 38 L EEHEZ
THRERRIT . 41 BEE A 28 BB, 6 ZEFIET, HRMERIT . 55— AE N E4R
99 BB B AT UM ORI, REZECONE . . PPIRSE . DIAERRE, DR EARE. K
YA MERMRSR . SRS B, MEVSANEUA[26]. RTLE WABIR AR, k. LRRRR R = ), REE
HILIPIR AR, WP, MREPREIR SR EAEIR, WA RIMAIRAYEE], DEOR A HILETS . Xk 4
THALEREIR o
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5. BAtEIRmE

HAM 2020 4 1 H 30 H, A TAHLNKESZRASE R W BT EIRB IR KA, JF
H AT COVID-19 FEt 2 EFrRIE MR K AL PAHEAH(PHEIC), s®i BT B 5 #R N i g i) TAE T,
EFEFRIEI, J ORI, BRE ARG, BB ER LB 1k COVID-19 Bdk st &4, Ry (H
b DAEH) 5 DAL E AR . ZRSANEUARIEIA SORR BT FRITER 2. & 2440
Fel8 CEBR DA ZBI) sk, At DA ZUEM ORI R T . 25w B, fRE (B 1A 2% 451
55 3 AN EERMUTATAT S RIS 4 5O . R4 (EIPR TLAE 25 1(2005)) 56 44 %, keI AL S
HAE, AR FPHREE R, HAE NS N AERR A8 71, mT B iR 49 4 N ARt #E £ LA S T
TP R BT J7 925 AN B S o AR AT 5N [ SRR S 37, Al L A i Bk — F4F,
HAR BRI IS W78, BETERE T AIIGRTT Jiiki. AR4E CEIBR TAEZ490) 28 43 5, 4R St | Hofh ™ &+
PEPR A @) DA AR E PR R T, 174, Y, M, SR TR, RSN REURE, B
R A ZBUTE St i P 48 /NS P [ thE S T AR 2 SR 08 A Sk AR (R RN B b, SR P S HAh 4 )
[ 73 2 A AU B A B M5 B e ST RIS E =AY H BOE B [a) 9 B R R Sk R [27] [28].

MR EE 2020 4 1 A 20 HFEKEH COVID-19 N 2. 2564E G H4% FZGHATE B . H Ik b2 5 78
E X RN N, ML, VIWEERE. R SRR =B E, RIT 246
HURF A2 B B, T T AR IR . . 2 Rt M3k 47 A 3L TAE T HiE . T 2020 4F
1A 23 H B4 10 siifg, =80 X, ROOHEE L RIERE, I 6000 445 A A4 H %
A IRAE L [29] 0 REATACIBAE ], KIAFTA AR IR A, R, KRB R HUE SR W, I
BT A AFIEESS N T HRRBI TH B A A B & EANFR R 2% 21 [30] [31], Bids 7 M SE ¥ . 7Bk
SR AR T 4% R B At e NOUIEEBE 1T, G R AT BB EACT, it —29
B S T BOCEBEMIEH . 2 IR KRR TR, 2 IR Y R R SR ST R BA[32] [33]
[34], A BT ). IR, B, AR 1A 26 H, migE SR, R, BEX
WMERBA KA (T ERIEE A4 5 A TS ) 2020 4R35 4 )4 H, H E A migk L A Bk s <2
S, REEE Bk, @RS,

SIS IR ) DA T T i, St il i ok . (E R I AN B A = &0 R RS w0 B ) 56
e, A ARILER S S A E R . SR TUAR f R R I 4% 1 R S O B AL T O B IR AR Bh A it
[ 5 B R DG T rr e S50 7 2 T DR s 1 3 G it 4 955 15 AR A0 3 /N DG T A T V& Sk — SR R S0 O
P45 N A5 i@ &0 7 (& B H[202015 5), Inomxt—28EE 45 N o6 . & I g b il
FER D, TR BRI, B S OTRIR A R S LA, T 2020422 H 22 H, “H
55 ot N e 0 28 e R 2 R L M 8 2 A7 TR BT I A ML) 5G T B R A = Mb B, 55 T B 1 B 45 4 Tt e e 1)
a7 (B R W H[2020]4 5). SEATIAEEE HI, WA RO ARG E0R, FRICER R B R [35]
FEREAE AT, TR A DA TP S S 1, AR S S, ey 7 E R RS 55
£,

6. RUMIFAE

2020 4 1 H 20 HIRE ¥ HAIN KL G 42 HRHTE B . B2 1 H 23 H, EH#HkMRE, +

B L A S A N RGO R T 2 B R SRS (N SR R P Y ™ AR I — S, e SO R

HFM ). NIEHMERE, R R AIL PA TS, JHA M Mak(36]. 2020 41 H 30 H, R
(PR P A 26 40(2005)) , A BAA S E A COVID-19 B & F PrIerE i 5 & A 3L LAE S (PHEIC).
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TF T I 45 & = Rl R B AR 775G COVID-19 78 A [ DLAME F5 K i X R B . X — MBS Bk T =
MRS PEARCHAHX B RIHR G e TE S R E K R, LR R 2 ) A%
PRI 77 BEARIE N UK (1 B 2 P42 ) i it 3 e N 53 07 2 S0t A7 PR il gk — 25 kb 1 1 B2 [37] . T WX
DCRENE & e ) R AR A, RS AT A TGRS . RAESEFANL, 2EAR, &R FE K
LSSy, ARG PRI E M IS TR R aF S i TAE RS it A3 28] 7 U, A5 AR
N BROH AN B A f A PR AR 4, BRIRIT MW T THIE 2 77 SR, X RIS, FEGA—
O, LR,

&5k
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