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Abstract

Objective: We aim to investigate YKT6 expression in non-small cell lung cancer (NSCLC), to define
the connection between YKT6 expression and clinical stage, and to assess the significance of YKT6
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in the diagnosis and prognosis of NSCLC patients. Methods: By utilizing TCGA, Ualcan, HPA and
ggplot2 package, pROC package, and survival package in the R language (version 3.6.3), we were
able to examine the expression of YKT6 in NSCLC and its relation to prognosis. Results: TCGA data
analysis revealed that YKT6 was highly expressed in a variety of cancers, including bladder uro-
thelial carcinoma and breast invasive carcinoma. Ualcan showed that YKT6 expression was substan-
tially higher in lung adenocarcinoma (LUAD) and lung squamous cell carcinoma (LUSC) than in neigh-
boring tissues, and connected with the pathological stage. The expression of YKT6 protein was higher
than moderate in LUAD and LUSC, but essentially nonexistent in normal lung tissue. In patients with
LUAD, K-M analysis revealed a strong inverse relationship between YKT6 expression and overall
survival (0S), and its up-regulation has diagnostic significance for both LUAD and LUSC. Conclu-
sion: The expression of YKT6 is up-regulated in non-small cell lung cancer, and its expression is
significantly related to the overall survival of patients with lung adenocarcinoma and is expected
to become a potential target for the diagnosis and treatment of non-small cell lung cancer.
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1. 518

e 2 BRI REAE T M E R N 2 —, 29 E AT AU 18% [1]. HRIEA LR B AN,
iiges 32 2243 Ak /N B fifiJeE (Non-small cell lung carcinoma, NSCLC)A1 /N4 fu i (Small cell lung carcino-
ma, SCLC), ifif NSCLC J&fififi 3= 2 ¥ B AY[2] . H BTt VAT NEA AR 7 SERAIT . S
JTIESE, BORERS TRAMNELR, (HRXZH002 00 e S S B 758 2 20% [3]. R,
V)R EFE PR EIMER R AR R, FHERGIT R AL FEREARIRIT 2.

AIVAPE N- 258 SR B Y iU M R 7 Bt 35 2 1 524 (Soluble N-ethylmaleimide-sensitive factor attach-
ment protein receptor, SNARE) & iz T4 il 25 FI 40 B b 1K) — KPS AR 1, & wRS B b U 755 Ml A 1) 7= A
AR YKT6 & —Fi B RF 2 N5 B2 AR 1) SNARE B i, S S MEaizima o, H554M1
AT DR T [4] - SR, H AT 9S T YKT6 78 NSCLC H (1 I FIBIF 785820 o AR SCRI 3 FE 0805 E X YKT6
£ NSCLC H ik K TG #4704, <34k NSCLC 43 Fh5 &4 S B y7 ¥ Ak o

2. M5 %
2.1. YKT6 fEZ R HIFRIEL

T#k TCGA (https://portal.gdc.cancer.gov) 4 2 [5]174172 w1 H H1 (1) RNA seq ##fs, 147 log2 ¥4k,
I RS i ggplot2 AL YKT6 FEJE A AT GELt 40T S nTARAL, 43 BT YKT6 78R4
L S P R IEE L

2.2. YKT6 ZE i B RIE KT

Ualcan (http://ualcan.path.uab.edu/index.html) B 2 — A4 B B 7 K28 B 3R, AT
S HTEE OMICS %(dE[6]. FATI# A Ualcan %df & 7#r YKT6 7E LUAD K LUSC H IR IA/KF. HPA
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(https://www.proteinatlas.org) 4 2 & A i 4 e 4H AR E R H 280K, M RNA A& AR AR
[F) 20 R 2% B o () 2 1 28 5 1 0 R T TS 680 PR [ 7]« 3RATIASE ] HPA H503 122 29 B7 3 LU e NSCLC 21 434R0 IE
WHLF YKT6 & A RIRIEKT.

2.3. YKT6 kK MG RBIBFFIERI KR

N T BRER YKT6 BRSSP FARFAER) S &, FRATEE Ualcan PSGBEAT 704 . & 24T
FEMHE, %E$E TCGA, RN YKT6, J#AE1EA Lung adenocarcinoma. Lung squamous cell carcinoma,
RIT YKT6 Fik/K-F-51hm R 7 B C &R

2.4. YKT6 % fififs BB & S B fnfa iS¢ (&

Kaplan-Meier plotter (http://www.kmplot.com)® 4 7 GEO. TCGA Z%d e ():ts v $dh,  $ b EdE i
FEAE N )2 MR RE UG5 B o FRATE FZER BT YKT6 (13655 5 i £ 15 AR et 2047 0 4
BEJ53AT T % TCGA ¥ %+ LUAD. LUSC i H HTSeq-FPKM #% 21 RNAseq 3, ##up TPM #%
HIFREAT log2 ¥4k, I R 1ET pROC B4 HAH < BURHFAE A ggplot2 £0.% 45 kAT 3 A A vl Ak,
#:i] ROC HiZk.

3. &R
3.1. YKT6 fE:ZEPHRIAIER

R TIRFL YKT6 H5EAEZ MR R, FATHHr T TCGA Hdh e A8 £ AR B i e A E Jisg 41 2R i 2=
ik, fH RIESF 70T YKT6 EEAEEHL T FREE . 4R R, SIEWHLMHIL, YKT6 MR
I 2% (Bladder urothelial carcinoma, BLCA). i&ii# 1 FLII (Breast invasive carcinoma, BRCA). & 2jifi 1
JiRs5 (Cervical squamous cell carcinoma and endocervical adenocarcinoma, CESC). JH e (Cholangiocarcinoma,
CHOL). #:7%(Colon adenocarcinoma, COAD). £ & (Esophageal carcinoma, ESCA). £ & i i i 41
JuJ% (Glioblastoma multiforme, GBM). =k Zfiftk 4 155 (Head and neck squamous cell carcinoma, HNSC).
5 4 €241 Jitd 3% (Kidney chromophobe renal cell carcinoma, KICH). 537 I 2 fitd #% (Kidney renal clear cell car-
cinoma, KIRC). ¥ F.kIR4H e (Kidney renal papillary cell carcinoma, KIRP). T4l fiTJe (Liver hepato-
cellular carcinoma, LIHC). LUAD. LUSC. Hi%1 %)% (Prostate adenocarcinoma, PRAD). EJi7 4 (Rectum
adenocarcinoma, READ). F J#(Stomach adenocarcinoma, STAD) LA & T & P i (Uterine corpus endometrial
carcinoma, UCEC)H 5 2 B s R IA 7K (L 1)

3.2. YKT6 mRNA #£ NSCLC AR 5IE B HAh Y FRILER

i3 182 Ualcan 33 %2, YKT6 ££ LUAD A1 LUSC H ({35 7K P24 1 T 1E 4R (14 2(a) R 2(by)),
HEA B #M25%(P <0.001).

3.3. YKT6 BT NSCLC A5 EBAAMBILER

KrZ HPA O S5 A, 7 4 BIITRSALSTH, YKT6 5 - @k Pk, b 1 6] LUAD
BEY (] 3(0)), 1 B LUAD rhAsfifir e o (121 3(e)), 2 9l s st i e (1) 3(c) R 3(), T 2 B
TEH RSV Bt (15 3(2) AR 3(d))o

3.4. YKT6 i 5EIGK 57 HIRIHE < 14
83T Ualcan #3E FE 08T YKT6 FIFRIEK 51k R 2 R A M . 45 R YKT6 FRik/KF5 LUAD
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Figure 1. Expression of YKT6 in pan carcinoma
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Figure 2. High expression of YKT6 mRNA in lung adenocarcinoma and squamous cell carcinoma
2. YKT6 mRNA 7 i it 722 0 A 8 22 h S Rk

3.5. YKT6 RikKF5hfETERIHEX M

PATRIT T YKT6 Rk Sl 5 FUS 1A )58 2R . 45 R B, YKT6 Rk 5 il i S 447 (Overall
survival, OS) (P = 3.1 x 107°). & ¥/t & A= 77 H1(First progression, FP) (P = 1.6 x 10 ) @35/ 56, Si#tEE4
173(Post progression survival, PPS) 75 & # A & (P = 0.059) (4] 5(a)~(c)); FEERANTRAR T YKT6 ik 5
LUAD Al LUSC ## 0S. JEHE &k 417 (Recurrence free survival, RFS)RIAH . 45 5RE W], YKT6 £ik
5 LUAD ## OS (P = 0.00096) %t 3% #5¢, 15 i3 RFS (P = 0.072) 76 B AR S 1 (4 5(c) A 5(d))s i YKT6
%3k 5 LUSC H# 1 OS (P =0.086). RFS (P = 0.3)%17 #1 & AR (14 5(e)F 4l 5(F).

3.6. ROC BhiZk
T VFAl YKT6 % NSCLC FiZ Wi, Bl 12l T 42U R/ FHAIE (receiver operating characteristic
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curve, ROC) £k, Fit4 4L T [ 7 (Area under curve, AUC); %55 57~ LUAD HI LUSC ) AUC 4354
0.864. 0.842 ([4] 6(a)F15] 6(h)), KM YKT6 [IFKEXT LUAD Fl LUSC A 1R &F W8 »

(a) Normal (b) LUAD (c) LUSC

staining: High staining: Medium
Antibody: HPA030817

(d) (e) LUAD ®

staining: Not detected staining: Medium staining: Medium

Antibody: HPA030818

(2) 49 & LIEIER A, KRG, (b) 51 & Lk, wmyeth; (c) 66 ¥ Tk, hijets; (d)49 % LM EH4l
2L, RAGIE]; (e) 49 & FEMiflRee, hiet; (f) 65 % HkMiiE, hith.

Figure 3. High expression of YKT®6 protein in lung adenocarcinoma and squamous cell carcinoma
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Figure 4. Correlation between YKT6 and the staging of lung adenocarcinoma and squamous cell carcinoma
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Figure 5. Correlation between YKTG6 and prognosis of lung cancer
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it 2 th 5 b e WL E 2 —[8]. Hirh, NSCLC 8 A WIEAY . bk i e B 2 22 12
B, AT R SR A B R B, XA IS Ok L FARNLE[9]. B AT ST Z4ish = K8 5
e BIMEREOR, fEIRIKRTERNIGTT M , S T oA Rt ME BT [10].

YKT6 & — Pkl s FE AR 57 1) SNARE &, 77 SR BRI A 1] 5 HAth SNARE & H A,
YKT6 A 15 B aE fe, R7E 2 ko B DR ~F B R P R R AR P [12] . B R R B, YKT6 fImiRkil
HANMENRZER R3], thAh, YKT6 U nlE g [ s DR 40 B 1Js A0 G g5 Va7 I S BV 7E T FE s »
SR 8. B CD8'T 4R IE A J%[14].

EATFH, FATTE T TCGA Huds 2 v e it % s AR LA IE IRE B, A R B S AT 0T,
TRIL YKT6 176 & B 2R (I RA G Ol 455K, YKT6 7RI IR % - e . FLIR I 25 18
PR i RIE, XA YKT6 76 & Fle i h it 72558 726t 2T Ualcan 1 HPA il K. 6
/& LUAD it & LUSC, YKT6 3[R il 8 [ 3Rk /K F35 a1 1B 8 AL 20 R i 55 41 21 . ORI 22 IR E BiE R 1
iR A PR FBOL B ) A, SR I R A R B RS RN 2, 1 YKT6 5 AN A i A BRIV B
R[15]. B, FRATHEN YKT6 ] geid i 45 4M A Y iS5 B s i 2 5 T NSCLC R A k. Xu
S NBEFERIN, YKT6 (15355 5 LIHC ik R B UIAH G, AT AE A2 W P AN R T e AE ) A 5 [16]
H AT AR YKT6 5 NSCLC filJ5 B8 R IHRIE, JATM et KK, YKT6 %Kik LUAD i) OS &%
FHOG: YKT6 X LUAD Il LUSC 5 BA—E izl E. i, REHFLLEER, BRI RIE—
oy SRR, A M ACE IS RS B2 P AT T — 28T AR IE, B BEIR AN RAR N AR SR SEER,
X LG H R BAAE 5 I TR EE N LA IE (3 7 o (RARBIE SR A0 I A A, 45 R2HERIY, v NSCLC
AL AR RS2t 7B 7 1

PLEgERR, YKT6 7E NSCLC Hkik Lifl, 5 NSCLC 3% il AR B RFAE AN TS A G, AT
N NSCLC W TEI2 Wi f TG A= b &4 . $E 1R YKT6 1] BE2& Ak NSCLC J& 37 #7711«
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