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Abstract

Objective: To investigate the expression and clinical significance of miRNA-200c and E-cadherin in
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triple negative breast cancer (TNBC). Methods: The expression of miRNA-200c and E-cadherinin in
60 TNBC tissues and 50 normal tissues was detected by fluorescent quantitation PCR, and the corre-
lation between its expression and clinicopathological features of TNBC was analyzed. Results: The
expression level of miRNA-200and E-cadherinin in TNBC tissue was significantly lower than that in
normal breast tissue (P < 0.05), and its expression was correlated with lymph node metastasis, tu-
mor stage, histological grade in TNBC tissue (P < 0.05). There was a positive correlation between
miRNA-200c and E-cadherin expression in TNBC (P < 0.05). Conclusions: miRNA-200c and E-cadherin
may be involved in the development and metastasis of TNBC, and may become new tumor markers.
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1. 5|15

= RIVEFUR R R AR RER S ZE SR N R R AR KR 2 A2 RIS AT AL, 2
AT LR EE R 15%~20% [1]. —BAMEFLIMEIITE 2. SREBER. RS, CHRAR
SRR AN ORI ORI AR 2] H RTE FLIE VT FBOAFEFARGT . BT ST
W IAIETT FIEE AT S5 [3]. DRI, =B PEFLIRE I SR WoR i A e T 4 w3 5 AR A2 )
JER[4] [5], T DA PR T 5 S R B K 4 AR B . BRI TT 5020 T s DA K AE R P33R 4T T I P A U2
ZREBEIES .

MIiRNA & —BHUA N IEERIE R . KR 18~25 MEHER ARG IS /N7 RNA, HA I 2SR5,
HZHHRNEFRGEACPRARE, il 55 mRNA ) 3" BRI X (3’ UTR) AN 5E 4 B 58 4 HLAMR X, 11 5]
A mRNA FIHH B G B PEfR[6], XA 5 NREF 1%H miRNA 707, #iEE N =z —b
R RIE. B BB RE[7], Bk, miRNA (& AT 68 BN B AME 19 1 Fr S,
R R ) RIS WO TS WA TR S T — AT HIE B . miIRNA-200c /& miRNA-200 5 Hh i 3L 73 1) B
Bt 18 sUAIME . 2. UP SRS R IRE, SRk e iR . HE% 0 58] [9]
[10] [11]; E-cadherin /& —FAHX} /> 75 & 120,000, it Ca® FBSIEME R 1, 3 BAE B g kik,
& b R g o ok ) B AR A [12] [13], HAMEREHS . B y A1 P120-catenin A EAEM, MK
E-cadherin-catenin £&%), S&WINITE VRIS VB E 024 E Y BORT FER A% O, 30 ]
A F R A IS S AR FRH A G AR S B OCE B . KERFFTIER E-cadherin 15814 5 IR 1112 28
R RS IR[9] [11] [14].

A5 H A Realtime PCR #ll miRNA-200c 11 E-cadherin 7 = [ 4 7L i Sz L0 1988 5% 1F 3 21 24
MZERRIE, WRHLERIES =FAMEFLIME G AR IS E0AE N, I Spearman FRAH A I # 21 AH
Y, BB HIE = I FLIE I R A . R BER, MR I T R T T R I& AR

2. MM 5ERHE
2.1. #%

JEHL 2018 4F 1 H~2019 4F 1 H 75 sUREHS K24 It 8 228K B 34T F AR IF 9 BEAS 2 UE S8 TNBC 1
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60 {5 35 A AL 23 K S B 49 Bk, (RN HL 60 51 D) ik ity o A ] Bl 1 55 FLIRAL ZA(FE MR %% > S cm)
TERRTREZE, A A 20T R JETIN-80C IUKFE R AF, I THEUE RNA. BT &AL, 4
W% 23~70 %, AR 50.4 % BERFHRIATHR AT A B R AL =R ER. PR K&
HER-2 AME; X G H 224G I HER-2 S BH P (++) 1 8 35 [RI S EAT FISH K, HEBR HER-2 PHE &
o GRS A VA 28 45, 103 23 4, 110 HA 9 il ZHEREE g 1 g0 28 44, 11 2% 20 151, 111 2% 12 44
Jl B R g e R e 21 19, TOMRER SRS 39 ), Ki-67 ik 46 4], KFKIE 14 fi. AHEFUd Rt B e 5
AT A, BESEMERES.

22. B

2.2.1. IRELEA RNA

HY 100 mg ZHZUB N A TA HI R b, B 2 S HRGE AT BE BORY A, N 1 ml Trizol 78 1.5 ml 25,00
MRS, FHRFE S ming A 0.2 ml &5, K. #HE. Bo. WEWE, FIANACE, #E
RNA, T 260 nm K460l E RNA K.

2.2.2. WL

SE 9 58 B R A EE OB (RT-PCR)IR A [ iR AE ) TREA PRA ], Prime Script /% 564
# & TRIzol k74 H A TaKaRa 24 &7 &h, ABI7500 PCR {X A5 E ABI A&7 &, DNA Marker I H
gAY TAEARAR, 51 LY TREAR ARG, SYBR Green | J4kl. RG-BOX %
HNEEIR A% 2 98 N EE Gene /] 77 4, ND-2000 fi B A% 82 i A% E 2% [ Thermo Fisher 24 7] ;

2.2.3. cDNA Hh#il&

HUR RNA 2 ul, FH 8 55R855) & (PrimeScript RT reagent Kit 71 #0) FBEHL 51404 % cDNA. i35
N R : 5 x Prime Script 25/ 4 pl, Prime Script SEESREE | 1 pl, Sx¥E3% Primer Mix 1 pl, RNA 2 pl,
BEHL 6 A RS9 1 ul,  RNase Free dH20 #h % 20 ul; A&t M&M4: 37°C 15 min, 85°C 55, 4CfR
Fro B3 3 cDNA 20 CIRIF & H

2.2.4. miRNA-200c #1 E-Cadherin FRIiA

KSR %t 52 & PCR £ (ABI 7500 PCR £ 40) K6l miR-200c. E-cadherin mRNA FIE/K T, M4k
5 95°C 30's,95°C 55.60°C 34 s 3L 40 753 . 51 #1741 : miR-200c, F 4 5'-CCATGTGCTGGTGTGTGAA-3,
R N 5-TGTGTTTTAGTTCAATGATGATCCA-3'; A2 f-actin, F: 5-GTGACGTTGACATCCGTAAAGACC-3';
R: 5-GCTAGGAGCCAGGCAGTAATCT-3"; E-cadherin, F: 5-AAGTGCTGCAGCCAAAGACAGA-3';
R:5-AGGTAGACCCACCTCAATCATCCTC-3', A2 f-actin, F: 5-GTGACGTTGACATCCGTAAAGACC-3';
R: 5-GCTAGGAGCCAGGCAGTAATCT-3"; # 3 5¢ lia & AU A8 BRI S A dH AT i i th 22 o0 1, i e
M8, Ak PCR EH 3 K. il RQ = 27 RoR it e B4, LLUB1EANS, MAAS,
AT 556 =R ACt = [Ct(miRNA) — Ct(U6)]5k 3 [Ct(E-cadherin) — Ct(s-actin)], AACt = [ACt(J#) — ACt(iE
)], 27 MRS 1) miIRNA HDE T IEH U8 R, B miRNA 76 P 4LRIE ARG 2 57

225, GiitFRE

Fir Gt H SPSS23.0 BRI IEAT . MALFEA t AREG /i TNBC A 5% IE % 41214 miRNA-200c #i1
E-cadherinmRNA [ 3Rk 2 5 o DL ¥ R A 8 1E v 850K = B 14 2 IR 98 44 21 F miRNA-200c F
E-cadherinmRNA [{13R 1A WAR RIS A A mRIEA, F-RITKI 5 5 H1 miRNA-200c F1 E-cadherin
MRNA 1A 5 1k AR B FR 98 5 - Pearson AH 9 22 ke il 25 iz 21 24 1 miRNA-200c 1 E-cadherin mRNA
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RIEWIHZM:, B SILLP<0.05 HSGiltFE .
3. &R
3.1. N iEER

MiRNA-200c. E-cadherin LK N2 p-actin F4 SR80 &% H A2 pk, =R 9 20628 R? > 0.995.
SNSRI MR i 2 AT A, ARG R RE, PCR PILE T 84C LA LR L
R, e 8 H BT

3.2. mMiRNA-200c 1 E-Cadherin ZEAEHEA P rYTRIALL B

60 15 TNBC A& 5% 1EH 4144 miRNA-200c. E-cadherin Z2iA43 BIHEATHG M, 45 SR 0 5 1F % 441
AHEE, miRNA-200c. E-cadherin fEH31A TNBC B [E(%, HZERAASR & L(P <0.05, WK 1),

@ T™NBC O EFIEHEHN

1

B

%

ﬁ %

*

= 0.5

o

—_<

0-—
mi-RNA200c¢ E-cadherin

g5 b HLU R, *P<0.05

Figure 1. Expression of miRNA-200c and E-cadherin in TNBC and
adjacent normal tissue

B 1. miRNA-200c F E-cadherin £ TNBC Ff55 IE & 4H4R Y
Rkt

3.2. miRNA-200c 1 E-Cadherin £ TNBC HIREEIGKRFEFE LR

735l LA miRNA-200c I E-cadherin [1)F-¥)ZIAEAE NEWHE, KRIAE 7 A mFRiLHARR B A
F1H kL. miRNA-200c 1 E-cadherin 7& TNBC H 24K 3R1k, FHRIAE BT 5% 1IEH H (P < 0.05,
W3 1) 54h, miRNA-200c i1 E-cadherin [13RIA S5 R M H 22500 9 WRER 58688 . AR 5 MG (P <
0.05, W3¢ 2), Mi5HEHIFERE. MR KN KI-67 LREFEMH PP >0.05, Wik 2).

Table 1. Expression of miRNA-200c and E-cadherin in TNBC and adjacent normal tissues
= 1. miRNA-200c F1 E-cadherin #£ TNBC #%&5% IE 441 R I RIE

KT 1% miRNA-200c R b I E-cadherin R P i
He ' ! S . X S X X
" mRiE Rk mRE kR
R 60 42 18 40 20
i 4582 0.032 7.822 0.005
IEH AR 50 25 25 20 30
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Table 2. Relationship between miRNA-200c and E-cadherin expression and clinicopathology
= 2. miRNA-200c #1 E-cadherin f9RiA S RFRIEF Z BRI % &

WEMEE miRNA-200c R b I E-cadherin ) b I
HZHN R NN N X N R X
i mik R &k mEk Rk
L
<45 % 28 16 12 15 13
0.097 0.755 0.076 0.782
>45 & 32 17 15 16 16
KI-67 ik
>20% 40 20 20 18 22
0.133 0.715 0134 0714
<20% 20 11 9 10 10
JifR KN
>2 cm 16 8 8 9 7
0.024  0.876 0548  0.459
<2cm 44 21 23 20 24
ity TNM 45 3
I 28 21 7 20 8
11 23 11 12 13 10
6.559  0.038 6.835  0.033
11 9 3 6 2 7
B
b 39 24 15 26 13
4,348 0.037 4,538 0.033
H 21 7 14 8 13
U4y 9,
| 28 19 9 20 8
11 20 7 13 6 14
6.705 0.035 8.619 0.013
11 12 4 8 5 7

3.3. miRNA-200c #1 E-Cadherin £ TNBC iy FixB9HE X4

N Pearson #1155 2505 TNBC ' miRNA-200c 1 E-cadherin 35 /K - HEAT M D 20 Hr, 45 R B
# 825 E IEASS(r =0.521, P < 0.05).
4. #ig

JigRE () e A Btk g 2 HE IR . 2B AR, AR R I OB AR AR I, R A
FEICT R N[15]: s (it e R bR - (A BB AG(EMT), R M, IrioRd e A= p, b JRg 24
MRS S, e b R ) o3 A A A IR R R s B Bt R AR

HHT, 7R miRNA fE4IIEGE X 1278 B QUMIAFIE . JRRIR IR 8 25 . MR R A Bt e . #5678
JITAT T2 H AT EFLIRNE T, miRNA TEFLBRE R A 39TE . 1228 FR bl B EEEHI[16]
[17] [18] [19]. mMiRNA-200 family & miRNA HAF L HI#4 5, miRNA-200 family 235 miRNA-200a.
miRNA-200b. miRNA-200c. miRNA-141 1 miRNA-429 Ti A 571[20], miRNA-200 5% R 1E VT 22 2% 1 i
RPAFEERRIE, H5 MR 0GR B S HO O¢, AT FR$8 S0 18 VRS R 1005 Tl . Sk B =K
FIf¥) Ceppi P [21]5# 4/ 7t miRNA-200c 7E 3R /N fifides b () 3R08 e X, S5 R ow: HIER AU,
MIRNA-200c 7E ¥ H R i RIE K B BRK, HE5HA 0. MEGEFEFE 25 AH5E; Paterson EL [22]

DOI: 10.12677/acm.2023.131069 471 I IR = =23t e


https://doi.org/10.12677/acm.2023.131069

W &

LR 5T mIRNA-200c 25 B e R IATE I, 4538 5oR miRNA-200c 7145 B g 7] )i 12 18 B 2 3Rk
T, ME AR AL 2 E KTk miRNA-200c 72 5 &« 12 ARE . OF S 45 [23] [24] [25]
i 2 AR, SR IR B A R RS KR o . A ARG . ATFRAE RS iR R B
MiRNA-200c 13155 TNBC W50 9 WhEE L EHe . ieg o0 A SG(P < 0.05), Jed i itk LR 45 4 7%
. ARG, RIS R, mIRNA-200c Rk, SRR R/, KI-67 ik, B ER
SRARE KRR AN, Paterson E. LZERFFR CAUEH miRNA-200c A PARHIE I %7 /8] 5 4% fL (epithelial -
mesenchymal transition, EMT) 2478, 1l EMT & e &k A2 i # (1) 36 [26] [27] [28], 45Ttk FRATTAT LAHE
T miRNA-200c 7E = FF 1 S i Az S ik e vh ] R4 6 L EVE A

E-cadherin /& i cdhl 3R St Ca® MBS i R 1, HFBAE L anideis, & L dnfula
e E R R A [12] [13]. KEWFFTIE, E-cadherin 78 B8 (10538 & i b K i, 5 b ysg () itk £ 4%
SRS # IR 9G[14] [29] [30]. ASHEFLE PA #4518 —5, E-cadherin (38155 TNBC 421545
P MREEEFEF . R 2 A G (P < 0.05), SRR/ KI-67 ik, BFFRERARERR, A
RO I % . o HRRE, oR 2% g0k,  E-cadherinmRNA K ERAE, FRATHEN
E-cadherin 7 = B P FL I A Bt Fie vkt 7o 1 i S AR A

H4h, miRNA-200c 1 E-cadherin i ik 7E TNBC H 2 IEAISE, RUWHE XL EEG 80, W
IZRIB I E MR ) . RS HEVAOE, MR i IR R 2 S 2355y G
i, P R IR IA SR R, 3R T R R A B v R EE ) SO AR, T RE ML E miIRNA-200c
IR E-cadherin HIRIL, 5B L PSR O RIAREG, R B R ERRD, R eT LORE )
GNER: Ak, MRS, MR RR RN SO, 5 R BHSERR D, B S mANRIEER .

2, miRNA-200c A1 E-cadherin FI e 5 5 MRt e, W& MRE SR rIa . B, A
GUFHOC, J& T Iog FUA T 4> 7, miRNA-200c 7] Rt 77 E-cadherin FIRIERIEIER, AR —PsL
T,

E&UH

KT A ARREFE 45 (XGKJ2019010014)
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