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Abstract

miRNAs from extracellular vesicles are a class of substances that do not encode single stranded
RNA, with a length of approximately 22 nucleic acids. They participate in regulating gene expres-

TEIAEE .

CEF|I M BE, AK. SMBAE miRNA TERTS %12 P BT U RE D). IRPRES 23k, 2023, 13(7): 11462-11467.
DOI: 10.12677/acm.2023.1371602


https://www.hanspub.org/journal/acm
https://doi.org/10.12677/acm.2023.1371602
https://doi.org/10.12677/acm.2023.1371602
https://www.hanspub.org/

¥, AK

sion after transcription and play an important role in regulating the immune system. In recent
years, many studies on the relationship between miRNA and tuberculosis have shown that miRNA
plays an important role in the occurrence and development of tuberculosis, providing potential
possibilities for the diagnosis and differential diagnosis of tuberculosis and the study of pathoge-
nesis. This article provides a review of the current research status of miRNAs derived from extra-
cellular vesicles in the diagnosis of pulmonary tuberculosis.
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