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Abstract

Objective: To analyze the expression and biological significance of kinesin-11 in lung adenocarci-
noma. Methods: The Cancer Genome Atlas (TCGA) public database was used to mine and analyze
the expression of KIF11 in normal lung tissues and lung adenocarcinoma tissues, immunohisto-
chemistry was used to detect the expression and clinicopathological relationship between kine-
sin-11 in clinical lung adenocarcinoma samples, and the relationship between kinesin-11 and the
survival prognosis of lung adenocarcinoma patients was analyzed by Kaplan-Meier Plotter data-
base. Result: TCGA database analysis showed that the expression of kinesin-11 in lung adenocar-
cinoma tissues was higher than that in normal lung tissues, Kaplan-Meier Plotter analysis showed
that the prognosis of the highly expressed lung adenocarcinoma group was poor, and immunohis-
tochemical analysis showed that the expression of kinesin-11 in lung adenocarcinoma patients
was significantly enhanced. Conclusion: Kinesin-11 is highly expressed in lung adenocarcinoma
and is related to the progression and prognosis of lung adenocarcinoma, which can be used as a
potential target for targeted therapy of lung adenocarcinoma.
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Figure 1. KIF-11 is expressed in lung adenocarcinoma
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Expression of KIF11 in LUAD based on patient's smoking
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Figure 2. Expression of KIF11 in patients with smoking lung cancer
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Figure 3. Expression of KIF11 in lung cancer
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Figure 4. Expression of KIF11 in different stages (T/N) of lung adenocarcinoma
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Expression of KIF11 in LUAD based on TP53 muation status
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Figure 5. Lung adenocarcinoma KIF11 with P53 mutation
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Figure 6. Association of KIF-11 expression with survival of lung adenocarcinoma
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R XIS A IE M. RN KIFLL & HE ) aE M3 0030 2 45 M SR 2 3 25 A S AL Rk,
HAERUCPAT VU RARGE R, A E A TRERS RIS R 2 AT RSCPAT IR . FEARBEFL R, FRATEE T LR
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KR AR
5. B4

R BATRI I AEE B b, B T KIFLL 78 il i 5 A b LU oGS A9 1R 4 21kl , Bl KIFLL
HEHMERASMIC. & KIFLL 18 IR KIFLL B AR 4 R 2. KIF11 AT g2 —FhilE
(TR R e ey B AR b 4, I HOSCHRIRIE 7E il i (LUAD) B # vh, KIFLL skl 5 OS Bz A
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