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Abstract

Microbial enhanced oil recovery shows great vitality for high water content and nearly exhausted
old oil fields. Microbial reproduction metabolism utilizes residual oil as a carbon source. Oil was
degraded in this process. To obtain higher efficiency of the oil extraction the special bacteria were
sifted through experiments. The 16SrDNA-23SrDNA sequence of the strain was amplified and sent
for sequencing. The influence of nutrient concentration and dissolved oxygen content were tested
by laboratory experiment. The process parameters of microbial oil displacement were optimized
by physical simulation experiment. The move improved the microbial adaptability to the reservoir
environment.
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Figure 1. Colony diagram of Bacillus licheniformis culture
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Figure 2. The effects of different carbon sources on microbial growth
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Figure 3. The effects of different phosphorus sources on microbial growth
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Figure 4. The microbial growth curve
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Figure 5. The residual oil distribution of microbial oil displacement experiment
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Table 1. The improved recovery and residual oil saturation of different bacterial concentrations

F# 1. TREKE THRSREERERZ R HIBFE

B (/ml) PR (%) KW (%) B A A3
0 0.00 69.39 0.16
10° 4.00 74.38 0.15
10° 6.10 75.38 0.14
107 8.00 76.39 0.14
108 8.60 78.00 0.12
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