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Abstract

RBMX (also known as hnRNP G), is a member of hnRNP family and was first identified as a nuclear
protein with an apparent molecular weight of 43 kDa. The current study was designed to test the
hypothesis that RBMX is a tumor suppressor. Inmunohistochemical and western blot analyses were
performed in esophageal squamous cell carcinoma tissues. Survival analyses were performed by
using the Kaplan-Meier method. The role of RBMX in proliferation was studied in esophageal
squamous cell carcinoma cell lines of TE1 by constructing the RBMX overexpression plasmid. The
regulation of RBMX on proliferation and apoptosis was determined by Cell Counting Kit-8 assays and
Flow Cytometry. Inmunohistochemical analysis showed that RBMX expression was negatively asso-
ciated with Ki67. Survival analysis revealed that RBMX expression was significantly associated with
overall survival (P < 0.001). Over-expression of RBMX in TE1 cells resulted in decreased CyclinD1,
CDK4 and p27 levels and the capability for proliferation. In addition, over-expression of RBMX in-
duces the Apoptosis of TE1 cells. These findings suggest that RBMX is involved in the proliferation of
esophageal squamous cell carcinoma, and that elevated levels of RBMX expression may indicate a
good prognosis for patients with esophageal squamous cell carcinoma.
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1. 5]

ER R RO WeE, R3S KR sb T R [1]. & Sk 4 e (ESCC) & F 24l
U, 5T BRI 95%LL (2], BT TS A RFIESETI %, ESCC #il @& m B =& MR
TENEMIE 2 —([3]. ESCC i B3 18 RIUN R, XX TS 00G 7 ok Ul s @4, &
BB TG T2 580, FARIIRIE X P P g (1 F 70 7 5 [5] . BAR BB Ik R 12 W FG
JTHRFEA WS it A2 [6] [7], {2 ESCC i 5 B FUS MR 2, 5 FFEAEAFFAUN 15% % 25% [8]. HHlUt,
A= b A ) s R AR DG LI ORI 6 Tk ESCC SBFH TR JE B, TR &
B SR 1B AR .

Tk
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RNA &4 5 FI(RBPs) LV IE R R Rk iz vh e 5 EEAE A, DAY ¥R 2S5 mRNA | 5]
PRV G TR ALHI[9]. RBMX (X FK hnRNP G)j& hnRNP FRHIAG 7, B i %5 2 MR T8N
43 kDa B H E[10] [11]. RBMX #4558 8 Y Gt fhBE 5K RBMY ¥ B IR JRA , 67 5k 1 R A [11]
[12], FH5 MR K[13]. EfEJ LA 2 R INRETTAATE, R RBMX 18 &Fh 4 i 1) it 2
AR EIRIE, RBMX J& A2 O bR 40 e v (0 b ik 0 [14], 356 i 2ok 384 58 L0 1)
i g8 00 ) 7R 22 = A EL AR FH B 1 R TR R 5 N\ e 4 ) B R S R [15] . B ARANTE R RBM R A
YTEN—AHH) RNA &5 T RIRIE[16]. fEFLIES, Frf X Jfik RBM HEFEFRIA S5TH T
Bax JEA B RIE B FEMK[L7]. Mok, B KIS RBMX Al CD105, ME N EAKE 2 5%
fFH I [18]

2. M5 %
2.1. BEMBLHEER

ARSI i FH B BRIR A e 1 AR A 87 IS B il S AR A IR A ], 9 2009.1 % 2010.12
AR FARYIBRIbR A, BT 4.6~6.5 45, WESWIEE Rafe, A IkAHH B EA OSBRI
PRI e W A e e 2 2R 5 L 2H SRR O 55 AH bR AR 6 451, 350 Hh ol K 22 Bt s R B 34, A&y
DIk 0.5 h AR NRIRUKAR (80 C)f7 it R I R SIS R AR HLARAE, ALFEAEWS . PEBI. R o 2
Ry MR /NNZIEE O, L 1o bRAARYE [ BRpum B B0 TNM 2B 8240870025 B ONE
%, 1760.92%. MR “RUF7 (n=23). “HEE” (n=32)8 “Z%” (n=32)51k. BEVIH N 5 4,
TUFEA 1~56 A H (h it =37 N H). Fif 87 4 EEMIREAE R .

Table 1. RMBX, Ki67 expression and clinicopathological parameters in 87 ESCC specimens
3 1. 87 f§l ESCC R AIEARFIESH, RBMX F KI67 Z[BHYRIA

Parameters Total RMBX P Ki67 P
Low High Low High
Age (years)
<65 41 26 15 0.822 16 25 0.509
>65 46 31 15 17 29
Gender
Male 53 37 16 0.357 19 34 0.656
Female 34 20 14 14 20

Histological grade

Well 23 6 17 0.000* 18 5 0.000*
Mod 32 22 10 11 21
Poor 32 29 3 4 28
Metastasis
Positive 57 23 7 0.155 24 33 0.354
Negative 30 34 23 9 21

Tumor size (cm)
<5 29 26 3 0.004* 6 23 0.021*
>5 58 31 27 27 31
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X5

Continued

Tumor invasion (T)

T1 15 9 6 0.884 6 9 0.866
T2 15 11 4 5 10
T3 39 25 14 16 23
T4 18 12 6 6 12

NOTE: Statistical analyses were performed by the Pearson y2 test. *P < 0.05 was considered significant.

2.2. YApAESE

N ESCC 4iijifs /& TE-1 W H v [E Bkt = Fe (i, S E). reshef 10%06 45 3% 1) RPMI 1640
i 37 CHES A 5% CO, M AL R F R 55 9% .

2.3. EBREMES 4T

H A B E A T RIPA 22 3037 h 241 (Beyotime Biotechnology, China). i Fl A -f E4 2 1 i I 52 ik
# & ((Bio-Rad, Hercules, CA, USA)IE & K« A4 555 10 8 1 BUINFEZE 10%(¥) SDS-PAGE |, #AJ5
B A UL B ER 2T 4k R I AR 5 I PAITE 5% K JERR 2R Wb, B JE 7E 4°C R 5415 RBMX.PCNA,
Cyclin D1.CDKA4. p27.p53. Casase-8. Bax. Bcl2 Fll p-actin [)—Hi—#2 i & i 7% (Cell Signaling Technology,
USA). H PBST ¥l =I5, BiRSA&EM —ht—kiE g . 89l 2 A0l & 4 57 (Beyotime
Biotechnology, China). i ] {4 % {4 (Imaged)illl & & 11 )i % 2

2.4. CCK-8 M7E

f#i Fl CCK-8 (cell counting Kit-8)3l & i3 & 4R Mo 3 H . 147170 5 2, 4O LA 2 x 10* A4 B /FL 1 25 5
AE 96 LI I, FF7E 37°CHI 5% CO, N HFF= 401 % - 7E 48 5 I 18] 7] BN FL A in A CCK-8 i&57)(Beyotime
Biotechnology), #fifflilt—457% 4 /INiF . A FFLAR S22 25152 HL 490 44K Ak W B o

25 BEHALKE

HHZRY @ pm)DIE], BT APES AR b, Bk, @ 0 gk oK G, FEAE 3%id A
AR PR EIGEIEAE 10 mM FEEBREAZE M (pH 6.0) LA D2 (750 FL) s In#AGEE4T, BRIE R
545350, AHRERTHIERMGEEW 2h G, V55 RBMX K Ki-67 4% wFEPUIR(FRE 1:150; %
Abcam). JiTFfl RBMX K Ki-67, BENLESE | I8 . M1 80l id 500 4. @i fE
o [ R 4T A 1Y) F 2 LU AN G € 5 S R 2 N R . RBMIX & Ki-67 BHPEE 43 ELIE 40 R : 0 (5%0PH 1
R 4R D) ; 1 (5%~30%H LR 4HAE): 2 (30%~60%H 4 g 4 fi); 3 (>609%6FH MR 4T fE) . Y thom i
SN : O (B 1(55)~ 2 (P& 3 (). s gt Ot BN P 7 4 4 Yt im0 E A L,
JGE M 0 733 9 4y 0 PN R FE: 1~-3 N TIRIE: 4~6 /A AR PRI 7~9 il
NIERERIE . W TGt #T, 0~3 WA MIRRIAZ, 1M 7~9 ¥t id Rk 4.

2.6. FRAAEFEER

J§H GENECHEM ([ Lifg)& i RBMX (i BBk, cDNA ) /75): RBMX, IEX#E =
5-GAGGA tccecgggtaccgegecacca tggeggecgacgge-3 Al
Jx 8% = 5-TCACCA tggtggcgaccgggctgacactaactgageca-3;  F1EH YRS BE(NC),
1E 3 4% = Suucuccgaacguguccgudtdt-3, X8 = 5-ACGUGACACGUUCGGAGAAATAT-3. AR fill itk i
Y, R SR A AT A G
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2.7. ‘ARAEA KIS AT FN BRI A T S AR

TR A AR T T RBMX X TEL 405 SHRI 5200 . B G 40 i 7E Tilve 1) PBS rhiskis, IR EHT
BIFAE 5 ml T0O%ZEEF, SRIEE SR . RIEINECEERIFAN, Yk, H& 250 2w %R A
() 50 2 b/ PN BETE SR T WG g s 30 40, B S P QA PR ASORN 4 B PR = R AR 34T AT

MR R a4, A PEAnnexin VI TR IR S8, o v At RS 43 B Rl £ 40 B A 9 T2 (BD
Biosciences, CA, USA). fiiifi & 2, Hl RBMX it J# £ ikl NC #4e 48 /N JF Il 4k 1 x 10° TEL 4IARTE iR
LA 3000 FEES0 5 A Bh. dHIFEA TR PBS kIR, BREERHIEIFLE 100 ZTEEE M, JHE
% N5 Annexin V-PE fll TAAD TE B E 15 408l SRJ5 A0S IF NN 400 ml £54 223,
A8 90 QA BRASCER AL JEAT 43

2.8. Gtitor4n

it PASWI8 Gt Atk AT Gt 0. SR 2 K56 M7 Ki-67 A1 RBMX 2235 51l I FRASAL f) 55
%. 1 Kaplan-Meier 77y @ A4, R X BRI Z R IR TEE N, ZREEP <
0.05).

3. fIRER
3.1. RBMX f£ ESCC MR R H 5lEKRIEZ R RIHE X4

T HiE RBMX HIZRIA /K5 ESCC Z R BIAH A, FoAT 18 4o 9% 4H 24k 2 L sk Al 87 451 ESCC
FEAH RBMX Fl Ki67 HIFRIE. AUk 2:(HC) S R 1 fizn. RKILRBMX G 5 o € A T ik
TR AN, 5= ESCC A mRik, (R b ESCC HAPRERIA . IGIKEE S 4. RBMX
A Ki67 Tk Z M IR R NS 1. s REY, RBMX {E ESCC [J#Rik SHLE S (P < 0.001). g
KNP = 0.002) Flith L5 5678 R E ARG, M58 HERIAUR &M thAh, 7EFTA ESCC Fifil+, RBMX
FIL S Ki67 FIE R AAHIC. TR R RBMX ik 5 ki-67 24K (P <0.01, £ 2).

High differentiated Moderately differentiated Poorly differentiated

RBMX

Ki67 Saes

Figure 1. Immunohistochemical staining reveals of RBMX and KI67 in tissue sections. (A) and
(D) showed RBMX and KI67 staining in ESCC with well differentiated histological grade. (B)
and (E) showed RBMX and KI67 staining in ESCC with moderately differentiated histological
grade. (C) and (F) showed RBMX staining in ESCC with poorly differentiated histological grade.
(400x magnification)

1. RBMX 1 KI67 FEAALRY R hHI e RB AU FRE . (A)FI(D)E R RBMX F KI67 7£
POZHEH U RFHNBLFHEE. (B)FI(E)ER RBMX M KI67 FEBLZEHKHEH
RRFHRE . (C)FI(F)E R RBMX FEHAFE SRR LALR PRI EFEAK 400 )
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Figure 2. Relationship between Ki-67 and RBMX expression in
ESCC. The correlation between the scatter plot of ki-67 and
RBMX and the Spearman correlation coefficient was shown by
the regression line (P < 0.01)

B 2. f£ ESCC # Ki-67 5 RBMX HFRIEX R, ki-67 #
RBMX HIBI = E S5 Spearman #H5% R ¥ < (8] A9#E 1% A [=1)3
3~ (P <0.01)

3.2. RBMX £ ESCC AR hFTiEZ T/

N T AR A AUk R R e, AR BB B 6 KT ESCC HZ. LA p-actin fE N
X, G E E B RBMX HIFRIE. JZ BN A&l RBMX F1 PCNA HIZRIE, 4R 54 H
—3, fEIXLEIEN T, ESCC AR RBMX 1A KB BAR T-AF 3 1 A Hgg 223 (1 3).

1.0 ¥
0.8
0.6
0.4

Expression ratio to B-actin

0.2

A (B)

Figure 3. Expression of RBMX in human ESCC. (A) Expression of RBMX in six representative paired samples of
esophageal tumor tissues (T) and adjacent non-tumorous tissues (N); (B) The bar chart demonstrates the ratio of
RBMX protein to S-actin for the above by densitometry. The data are mean + SEM (*P < 0.01, compared with adja-
cent non-tumorous tissues)

3. 7£ ESCC ¢4 h RBMX BY%iA. (A) RBMX 7E 6 MR RS B B LA LR Fn4Ria Ak Bh i £H £ BT X4
AhpRIL. (B) ZFHEBILENEETEERT XM RBMX ER S p-actin BILLAl. (S54FiAIEIELELR
FLE, P<0.01)

3.3. £ ESCC #%fflth RBMX HIRIEESEEENXER
AT R T 87 B, RIS T 52 BEMIBE T BRI RBMX RiIA LR, i f# &K P AR K F

DOI: 10.12677/bp.2021.113007 59 AWt i


https://doi.org/10.12677/bp.2021.113007

PUPSEE

) RBMX P¥{ili RBMX X} ESCC &3 M e AEfF I TS i . Kaplan-Meier 731278, RBMX flk#&ik
MAEFFIEA M IMEP < 0.01, K 4) 4 F £ 45 & Cox HLl XU A% AL 4341 22 1, RBMX & A #] LAYE A ESCC
B B — AL FEFR(P = 0.001, 4 2).

0.8

0.6

0.4

Accumulated survial

0.2

0.0

0 10 20 30 40 50
Survival time (M)

Figure 4. According to the cumulative survival curve expressed by RBMX.
On the basis of RBMX scores, patients were classified as high RBMX ex-
pressers (score > 4) and low RBMX expressers (score < 4). The overall sur-
vival of patients with lower expression RBMX group was obviously reduced

4. 1R¥E RBMX KA R EFEXRFEHEL. R\ RBMX iE5, HEE
S HE RBMX RIEEGES > HFE RBMX RiEE(GES < 4). KFKiL
RBMX HEEMBEFRIARMEE

Table 2. Contribution of various potential prognostic factors to survival by Cox regression analysis in 87 specimens

3 2. Cox [EYAS34 87 MR EMB AN IETFHNE R

Relative ratio 95% Confidence interval P
Age (years) 1.117 0.570~1.190 0.747
Gender 0.726 0.370~1.426 0.353
Histological grade 1.711 1.005~2915 0.048*
Metastasis 1.218 0.615~2.414 0.571
Tumor size (cm) 2.041 0.997~4.177 0.051
Tumor invasion (T) 1.105 0.782~1.563 0.547
RBMX 0.260 0.116~0.581 0001*
Ki67 2.123 1.011~4.461 0.047*

NOTE: Statistical analyses were performed by the Cox test analysis; *P < 0.05 was considered significant.

3.4. RBMX Byid FRiA&H#P#| ESCC 4mpaiETE

T RZ RBMX X} ESCC W 7E 2, FA 13l i % 4% pcdnagv 144 CMV-EGFP-MCS-SVA0-#1 8 3 3%
IEEAARIE N T RBMX 78 TEL 4 i 03R4 . Jl ik 2 (5 ENE o I S iE 1 #6441 J5 TEL 4l i RBMX [
HEIE(E 5(A)FIE 5(B)). # F R RBMX [Kid &A% ESCC 4G5 5 m . CCK-8 /i iBon
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RBMX it 1A 35 PR T TEL 40 3 AR 8 1 (18] 5(C)). ik — 25 73 i RBMX i i 3 Jig ot 4 it & 3 AH
KE AN, K RBMX %145 7] Fif CyclinD1.CDK4 Fll p27 ({3 iA(14 5(F)). FATR I, #£ RBMX
W FIE R, GL I 2 B (B T R ZH A 51.66%, RBMX i ik 4H A 71.29%) 18 b, S 11 F 2> L (B
PEXTHRZH N 32.64%, RBMX i RiAH A 16.53%)FFK(5] 5(D)). LA, G2 HAZH A F 45 b FEAR (B3 PR XT
#H°5 15.70%, RBMX it RIE4N 12.18%). iXLuzh FK A RBMX [ id B 21k ] g FH i 240 i i B ) G1/S

.
(A) TEI ®
x
2 1
-9
% S
RBMX ‘ o4
o
a7 ¥, ~ y. 2
o, - o 2 3
=
s ' 2
| -
21
) =
20
© ctrl RBMX
20 - cCtrl
= RBMX (F)
1.6

490 nm)

o

Cell growth rate (OD
f=}
o0

0.4
0.0
0 24 48 72 96
(D) Time (h)
(E)
= g 80
S — *
- G1:51.66 G1:71.29 T - ctr]
$:32.64 S S:16.53 = RBMX
5 & : o . 60
53 G2:15.70 G2:12.18
° o 5
£ €8] &
E} EZ 3
Z 2] Z 5 40
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F e
o X
1 =5 20 I *
_ 1 B
A BRI Tt 0
0 40 80 120 160 0 160 Gl S G2

407 80 120
Channels (FL2-A) Channels (FL2-A)
Figure 5. Over-expression of RBMX reduces cell proliferation. (A) and (B) RBMX protein expression detected by Western
blot 48 h after over-expression plasmid transfection of TE1 cells; (C) CCK-8 assay suggested that cell proliferation of TE1
after RBMX over-expression was reduced compared with the control group; (D) and (E) Cell cycle analyses showed that the
percentage of G1 phase was increased in over-expression RBMX group (P < 0.05), whereas the percentages of S phase (P <
0.05) and G2 phase (P < 0.05) were decreased in the RBMX over-express in cells compared with control cells; (F) Western
blotting analysis of the cell-cycle related proteins showed the expression of Cyclin D1 and CDK4 and p27 were decreased
after over-expression RBMX in TEL cells
5. RBMX 3 B FRIAFHRAAEIETE . (A)FI(B)IFRIABREE S TEL 48/ 48 h [FI@ I EBRENERN RBMX ZR %R
i%; (C) CCK-8 #ii#2/r RBMX d B FRIAS TEL 4RAEIEIAR M RER D ; (D)FME) MBS TER, £ RBMX &
FikAF G HiRE S ELIEIN(P < 0.05), T7E RBMX i &Rk 4pa+ S #A(P < 0.05)%1 G2 HA(P < 0.05)HI B L 5338
ZHARFRLLFEAR ; (F) 4R EEAEXERNE B RENT 247 E R Cyclin D1 1 CDK4 1 p27 7£ TEL A id ERiLEFR
AR
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3.5. RBMX T FRIAFIES TEL ZAREAAT

T RBMX £ /2 — Mol i p53 IR =4, ‘& 7E DNA XUHE W 248 55 i R 30 B2 A it B 22 /E A [19],
AR, A T p53 fERIAEF AR p53 (1) TEL 4 R PR IE. RBMX L1k Fkifs Y5 48 /N
i), RBMX & FARIAKFRER G . &AM EEAMRETHECES. 458 %R, RBMX EREWINT
p53. Bax Fll caspase-8 [J2E /KT, FRIK T Bel-2 FIZRE (& 6(A)FIE 6(B). b4, Annexin V 43Hr i FH ok
il RBMX [fid Rk T LS 5 TEL i 2. B4R, 75 RBMX R, SxAat, 7E4ni
rh AT AU % 38 (G 20 B A - S RN G IR T2 (5.6 7% & 3.4%, AT 0.29% % 0.21%, A5 P < 0.05) (/4 6(C)).
XN RBMX i ik Al LIS p53 st it & B 4n i i T

GV ol RBMX (B 1.2 —53
1 —Bax
m Casase-8
g 1.0 o —Bcl-2
! 2 o L
1 =08
| 2 ©
Ly 2
= 0.6
204
L
s
Bel-2 e ——— 5 ()
| il e
o 0.0
B-actin S—" S— otrl RBMX
®) 8
© . *
S (=)
5 = . T
[
&n
8
_ _ 5 4 I
~ = 2
[0
[=W
2
< -
= = 0
0° 10 102 10°  10¢ 100 10t 10 100 10 ctrl RBMX
Annexin Y Annexin Y
ctrl RBMX

Figure 6. RBMX over-expression induces apoptosis in TEL. (A) and (B) Western blotting analysis of the cell-apoptosis
related proteins showed the expression of p53, Bax, and Caspase-8 were increased, and Bcl-2 was decreased after
over-expression RBMX in TE1 cells; (C) and (D) RBMX over-expression induced apoptosis in TE1 cell line (P < 0.05)
6. RBMX @ RAFIES TEL VAT . (A)F(B) EARENES T ERMAMCATHMEXER, 7 TEL 4k
FFRIX RBMX /5, p53. Bax 0 Caspase-8 HIFRIAIEM, M Bcl-2 MIFRIAMEK; (C)F(D) RBMX BERIKIFSF
TE1 4RAEET=(P < 0.05)

4. FRERE

WFFER B, RBMX MIATE NI i A 1 s DR 20 i ges o BT g #0 ) (R 3% 14 [14] [20]. 4R,
7£ ESCC "' RBMX EIA [, LLK&{E ESCC 1 RBMX ik Silfs I BE K 26 2 [R] {195 RIGBA Wiffi e . 1F
TATWFEFCF, FATE XKIRIE T RBMX X ESCC 4 E K p)4iiil/EH . ESCC (M4t flZH 4 2 7r RBMX
PR RIS . X el e H U A RS, H IR ESCC 414 RBMX 2 HI7KF5 ESCC 4H4
KAk S5 2046 A et . RBMX FiIA K R 5 2046 (P = 0.000)F1 /8 K /NP = 0.004) 5 #1551 . RBMX ik
TAKBFHEASUMEZE, WRARR, TRAEGFIE., X REH, RBMX Al ffE A3 ESCC 2+
RAEHEBAER . H TR 22 B 700 a7 LIS Jek 52 e 0 ) R SR S e A A K, DRI A P 4 M 43
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F1 cck-8 43 HT KA 58 RBMX TEAH A3 A AR iAE A . 455K, RBMX it RIALH G1 HALLGI 2 & T X iR
41, S WA G2 WILLBIMK x4l SxHMEA4MLE, RBMX itk )5 TEL 4005 T, $#2~ RBMX
A REANH TEL M IG5E . 5 5T B Ze A I 40 R S B ET A O ER ET R IE, A4S Cyclin D1, CDK4 Al
p27. Cyclin D1 fil CDK4 B 7] =4 52 24 (i R 1k Rb, I A2 3t 44 1) G A PR A Sk v =% 4 o 389 4 1) — A
KR [21]. Cyclin D1 i EFRA CIEVF 2 e P M SR 2, I CHIE B 55 40 Mo 3 5 A 06 [22] [23] [24].
BATRBLN it %% RBMX J5, Cyclin D1 fl CDK4 Fik /K FRAK, X5 G1 |4 ELIingn S A1 G2
MK DR, FRATEI RBMX 1T e 2 1 ESCC 4H i B SR i 15 8 1.

JERT AT LK B RBMX /2 RBM B I — 51, #E ki e — /N I T 5977 K% [16] [18]. RBMX
HEZ—MENN ps3 HEEE = I[19]. AT X Jefifk RBM & [R 1)R1E 5 N 7L IR R 8 T34 8 Bax 1)
FIE B A [18]. 8 T UESE RBMX 7E AN 2K ESCC & R HH I TE/EH , TATHIE T RBMX ik 1A 1 i i,
JFiE G 7 RA AR p53 1 TEL 4iif, DLftE—Bt5t. Bk, RATEE A e 1 TR E
H 1 p53. Bel-2. Bax Hil Caspase-8 I3, KILid#iA RBMX 5 B i p53. Bax #l Caspase-8 HJ#
15, T Bel-2 FKiE. FATEAEH Annexin V iAGHI &R 7 TEL 48 iid 18 RBMX Jo o 40 i T/ 52
Wi FRATTAEE RN, 590 A M ARAG I 0 40 M 3 T BA P FR LA HE, RBMIX S 33k O i T AR B
HHIN(5 98 5.67%F1 3.4%, P < 0.05). HFAER p53 fEAHAE M. S Ak RIIRE T bttt EE AR A [25] .
FREE R VTR T RBMX XA ESCC 4Hfd /- A ME AL . sz, ATk T RBMX 72N & i
PR g H () 2232 % FL I PR s B 22 2 . 24k RBMIX I 8 A5 22 DL S /T T N 8 & bR 40 s 2 A=
(1) 52

E&WmE

2 B AR 54 (31830028, 31771054), VLIME A H T B AR H SR I H (19KIA320006), 1T
7548 BitZs 2015 4 B SOl A AR R B (Y 5 . YG2015), #M i+ =HR R PESAA G5 :
RCC201857).
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