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Abstract

Ancient tree tea has important scientific, social, economic and cultural value, but there is less re-
search on its genetic diversity at present. In the study, 8 pairs of SSR primers were used to analyze
the genetic diversity of the ancient tree tea and a total of 18 alleles were detected. Within the popu-
lation, the average observed heterozygosity (Ho) was 0.392 and the expected heterozygosity (He)
was 0.353. The average Shannon information index (I) was 0.578, and the average percentage of
polymorphic loci (P%) was 75%, indicating that the ancient tea resources in these areas are rich
in genetic diversity. According to Nei’s genetic distance and heritability, the genetic distance be-
tween Wengji and Mangjing was the closest (0.019) and has the highest similarity (0.982). The ge-
netic distance between Nannuoshan and Dapingzhang had the largest difference of 0.303 and the
lowest similarity with 0.739. AMOVA analysis showed that the genetic differentiation coefficient
(Fst) between the ancient tea plants was 0.133, which indicated that the ancient tea tree population
was moderately differentiated. Further analysis showed that 87% of the genetic variation was with-
in the population and 13% of the genetic variation was among the different populations. The ancient
tea tree resources in 10 regions can be divided into 2 categories using the UPGMA method for cluster
analysis. One category includes Laobanzhang, Wengji, Mangjing, Huazhuliangzi and Dapingzhang,
and another kind of cluster covers Nannuoshan, Xiaomengsong, Luoshuidong, Mahei and Gaoshanz-
hai. In this paper, the results will provide theoretical basis for research on the construction of genet-
ic map, gene localization, germplasm identification and genetic relationship as well as genetic basis
for the identification, protection and utilization of the rare ancient tea tree resources.
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HREEA EENREN L5 STLME, B B a3 HsiE S MM agid . 3CF FH8XSSR3| %t
HR TR R RIE S TR S R0, SRR EMNER, FEEKFYMEESLEE (Ho)N0.392,

HHE &4 /¥ (He)40.353, shannonfs E#EE (1) F35°480.578, ZEHMEH D E(P%)FHA75%, W
XER X ERRRIFEEAEENEESHEME. BENelsBEEBANRE—BERE, SENTEREE
BB/, N0.019, FEK—BERE, ~0.982; i LM A FEAREEEHAZERLK, 40303,

—HERIK, 50.739. AMOVASRITEIR, HFW 6 KL ZE(Fst)h0.133, HFRWEAERER
FHEME, 87%HIBEERREERN, 13%BET R REEREE . FIUPGMAYL, #1TRE5MT,

AR 10N X ) R IR A2 KK —REUZHEAMMEBHIGE. 1. WITRFAIRXEER;

A—RERUBERKBILARRI/NGIR. KR REMRELE. KCHAERER SRR LB,

HEFEAL. FRERRANMELE 2SR UEHSKE, ARHRERNEENEE. RPAFHRE—e
FRIE AL 2R
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1. 5|8

A TE T E WS LR R AR RO R R T, RIRRETRHIX . R ARE S
BpAERLL A RREERNE SRR R T, ARG, mEE HATE 47 MR N AIIRA) 130
AR TEZRPREVE (1], o5 W o BAT BB AR A A 2 22 B SCHU O (R, A2 57 B B A SR8 o B TR,
I ZRABHEEIR A 6000~7000 J34E I S[2], 7RI KB TN URASAL 7 sy, eI T AR
TEAFHE AR AR E MBI TEXURIY . EHE. e, RS R = r EF AT
REPE R R A AR TR oty 2 bl (B AR X, T e, R AR, B AR EE IR
FEVEAfr o BARIESE 3106 25 R AN TR ML X A 35 SR 5 it A 55 B 2B 2R 2 00 AR (384 2 REVE RO U R, kbl o
WL 2T Bk, Uz R AT AT AR B R O ORI BB % 2 AR TR T A
TIREA F W e 2R, LA 7RG R &R, SR AT TR BRI AIEAL 6 AT A
K41 RS AMAAE T RAFEREE ETHE, bR 7TERMEH B RIBIAA L 5 s 2R %
WA PR AL ORRE LLAS, R A A IL[S], R e A AR, T L XA AME, R AN isi
WA, dARRNAERT R, MWIMRIE T A RS R R IR5. Mo, mriEke, ESHEE R,
WEGG gD, HEEERE, MR EE2 %, WRMIRETH, W 4, B2 KRR,
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LR 2, SURFEIR, E AR RIS, R ARER, AR OKBR A R S RN i AF IR B E SR A
X—ERE LA TIARAN T BERZAESERMNIER T4 08I 2 0 S A A S =R e SR,
P RT HEM NG E SR T) . W RENAEG R AT RERIE N, (5 m A, 2t
REGANMET LMAIL

IEAESR SSR AR BN AR B AL Z e H AR A oo B2 05 48 5 FHIB A% B Fh ST 90 ) B 22
Bto XHREEN[6]H SSR 5144 R 60 13 ZA 4G 3= 5 L Z ek Bz 2271500 H 40, 39 A1 58 Xf
SRS A R FI(R), LGN (R) AR TCYE SR b, BRI s L 2R BhAh, v B
S5 N[81H 28 X SSR GIHIX} 94 4 KMt J5F i M REEAT 18 4L Z ARV AT, 45 SRR I = 5 1A% 2 FE 1% .
AL SSR 43 F-FRic HE— A% VG XUR AN H 53 2% X ) v A 4 BRUREAT T B Z AR E AT, BRI [ HLIX
TR AMEZ M HIRG R R, 2 RWG WA A A JERIE AL SR R AP i 45 i S T 7L 2
PR R .

2. MRIFIFTE
2.1. SEEAARL
ARSI BRI A 7 B A R L A, SR 164 AMRER, SRIET TERURAHBIX AR 10 4

mho MR FRARIR S G5 WA 1, 10 DA EI b BORE A B B I 1 1, R RER I AOFE b % 47 T-80°C IK
LR

2.2. DNA BY2ENFn SSR-PCR 44/ & 8 37k

DNA #2077 M PCR GG 2 I £ 4 [9] 3210155 NIJERT, #8512 % £am 1t
(9], XRARZ DIVIHAT Y HE TS, kSR T 8 X 2 ARSI AT F — 2 . SSR S E
BRIV IR AR A G ST P 5 04 2.

PCR & s NiAR 24 15 ul (dd H,0 9.1 pl, 10x buffer 1.5 ul, dNTPs 1.2 ul, Primer F 0.5 pul, Primer R 0.5
ul, DNA 2 pl, Taqff 0.2 pl), FZIRFEIIMANCL BRG], RE1)G, LU RFERF 47 PCR ¥ 1. 94°C
A 5 min, 94°CAEME 1min, 57°C~59°CiB/K 1 min, 72°C#EMH 1 min, 32 MEFF, 72°CEEH 5 min, 4°C
7. YRR, B 2.5 pl () PCR =434 58 R 490 T e vt Pz P YK o

Table 1. Information of samples from 10 ancient tea populations for genetic diversity analysis

= 1. RTEESHMESE 10 MEREERER

EnRs KL [A] J&#E(Population) ZJ4(E) ZJE(°N) REAKL
MS 2017.10.13 ST, BRAS 100.49 21.49 20
MMS 2017.10.15 Bhig R, WRT 100.53 22.12 18
NNS 2017.10.17 g, EAE L 100.6 21.95 15
LBZ 2017.10.18 BhigE, ZYE 100.41 21.28 17
GSZ 2017.10.19 BIEEL, mligE 101.49 22.01 12
MH 2017.10.20 BIEEL, JREEZE 101.49 20.01 14
LSD 2017.10.20 BINEEL, V&K 101.49 20.01 4
WJ 2017.10.22 GRSk 100.01 22.19 20
MJ 2017.10.22 WEE, T 100.01 22.19 20
DPZ 2017.10.23 TR, KPE 100.01 22.19 24
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Figure 1. The location of 10 tea areas of ancient tea
B 1. 10 M EERF R XN E
Table 2. Information list of primers used in this study
2. 3|MERYIR
HEHIT GIE/E S Fr31(5'~3" K JEZ(bp) BKIRE(C)
G2-F AAAGATTGGGTTTCGTGGTG 20
(TTAT)S 57.5
G2-R CCGTATCAGGGTATTTCAACTT 22
G3-F CCTTGCTTGACTTGCCTCT 19
(AG)9 57.5
G3-R CTTACCCTCAACCCAACATTA 21
G4-F TCACCACCTTCTGGCTCATCA 21
(AT)10 57
G4-R ACTCGGTTCATCCCTTGATTTTG 23
G5-F AGAGGCATCTAAGCCACAACAG 22
(AAAT)S 58.5
G5-R GTTTGGATTCAGGGTGGACAT 21
G6-F AGCGACGGCGAGAAACTA 18
(TTTTAT)S 58
G6-R CTTTTGCCCACTTATGTCCC 20
G7-F GGGAAGGTAGCGGGAATG 18
(TO)11 59
G7-R GGCA ATACGGAGATGGTGTC 20
G8-F GATTCAAGCCTCCGAACCTG 20
(AG)14 59
G8-R CGATGGCAAACAAACTCAAAG 21
G10-F GGTCCACTATTCAACACCAACA 22
(TC)17 575
G10-R CTTGAAGCCCAACTGACCC 19
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2.3. BB EBER AT

KN LA 5, TR EAS RSB P s BN BB Radh “1, 2, 3, 47,
filin MS1 BERTE G2 51 FRIERAN “237 , MS2 FEMTE G2 519 FHIZEHRAN “1237 , RIKEHE,
R L R Y Excel 6, IR N CONWERT B4, HE IR AR K0 0 B i 4 sl B DR AR i 2R A, 7
K H GeneAlEx 6.502 3K A4 AT 1155 H W8 S5 FE R I H (Na), A 20557 7 R0 H (Ne), shannon 2 K%
FRE(D), WEAE L (Ho), BAE T RE(Fst), FER(Nm)SEE Z S, A Popgene2 #AF#EAT

R E 2
3. 858
3.1. RN DNA RUiRENEE R

L RITH CTAB yERIUA WA 8 DNA S SEATEM i 5=, BA MM, BAWZ, %
MY, FEARRF A SSR-PCR ZE K,

3.2. SSR #RiIB R HAL R M 2 HT

AWFFRIH 8 X SSR 51 WITEFr A B A b SR B 18 ANEEALIER, & 3 iR, BT g3 K 1)
SEHIH(Na) N 2.263, P54 2007 2 I Ne = 1.815, AL TEE  1.023 (G5)~2.545 (G8); MEE4% 4 (Ho)
(AR AL TE ] 0.000 (G4)~0.840 (G8), “F#°4 0.392; W44 (He) I F-H4ME M 0.353, Z4LIE A 0.020
(G5)~0.596 (G8); Shannon 15 EIEF(I)AE 0.069 (G4)~1.005 (G7)Z[MAEF, F¥) 0.578; M7 3 tFEIE &R
B (Fis)FI %0, G3, G4 1 G5 iX 3 X 51 W1 E e (Fis) N IEME AL, AT Y N fE, 8 AN T
[ 72 $E 40 (Fis)(H -0.083, i HIIX LEbRic REBLAT (1 I N 2 ik R M BE AP 0 A, HARBEE S . D
S RULE, 8 X SSR A% U 5 W REI AT I R SRR 138 A 2 AR
3.3. BETHM

X 10 MASFEIZEX 164 Al ZopRE i SR 8 A SSR Fric HEAT BEAR N8t % Z REYERT TR R I 4), W
B2 45 (Ho) AR AL YE FEL7E 0.256~0.510, “THME AN 0.392, e ZHE & 25 ik, B2 24 & 5 (He)
£ 0.270~0.430 Z [785)), “FIMEN 0.353, HIEAG FE(He) 5 M SR G B (Ho) I FHAME b icd%in, W+
2 VB) AR AT T B AR A% 22 REE R [ 1] Shannon 15 B8 5D FI41E N 0.578, K/INE 0.459~0.687

Table 3. Amplification information of 8 SSR primer pairs in 164 ancient tea resources

7 3. 8 Xt SSR 5I7E 164 M FEM BRI ZSHY BER

SIS NSRRI Na ARSI REE B Ne  Shanon (5845501 MBS Ho WIS He [ EFEH Fis

G2 2 1.638 0.545 0.413 0.368 —0.107
G3 2.6 1.975 0.754 0.413 0.462 0.374
G4 1.1 1.100 0.069 0.000 0.050 1.000
G5 1.2 1.023 0.041 0.006 0.020 0.484
G6 2.6 1.840 0.626 0.428 0.370 -0.152
G7 32 2.552 1.005 0.813 0.594 -0.368
G8 3.1 2.545 0.986 0.840 0.596 -0.429
G10 2.3 1.845 0.602 0.372 0.360 -0.021
Mean 2.263 1.815 0.578 0.392 0.353 -0.083
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Table 4. The genetic diversity of ancient tea from different geographic area

4. NEIMIERIFNEFMZE LN

J& ¥ population WL 5547 B K4 Na A RE AL B K Ne W25 ¥ Ho 245 ¥ He Shanon 5 SR T £ AH 5% P (%)

LBZ 2.25 1.841 0.51 0.385 0.612 87.5
NNS 225 1.563 0.259 0.27 0.459 75.0
MS 2375 1.776 0.256 0.348 0.577 87.5
WwiJ 225 1.879 0.414 0.331 0.56 62.5
MJ 2.25 1.803 0.41 0.341 0.562 62.5
Dpz 2.375 2.060 0.417 0.43 0.687 75.0
LSD 2 1.593 0.344 0.316 0.499 75.0
MH 2.25 1.941 0.452 0.397 0.644 75.0
GSZ 225 1.760 0.423 0.345 0.57 75.0
MMS 2.375 1.930 0.434 0.362 0.616 75.0
Mean 2.263 1.841 0.392 0.353 0.578 75.0

ZIa, AANEHNZ S A A RN 15%, BUHKNALE 62.5%~87.5%2 18, HRZHN 75%, LUK
10 AR (vt b B i LR 2 251k, X UEH 13X 10 AN Rttt ZREVESE 5, W LoD A
EHRMEEERTAIM R & 4 AR XSRS 2 S AL i T R R R BOs
I 2R

3.4. BESE

Fst Z B AIRMIR TR I AREE[12]0 FE55 5 T, BRI L L R B (Fst) 9 0.133, 4T 0.05~0.15
18], R SRR R T B AB[13], 87%HIBAL AR TR H EHEN,  13% 18 1% 28 57 oKk B & REN] .
IR BT 2 PRV R T R AR, EACTPBUR, AR IX B R R AE s WAL AL, A A
e Z2 R T 5 TF 1] A8 A 22 AR < R A, PE SRR A b [X A [ 380 DX I oty 2 R R (Nm) B e, 4 1,624
(1), UL A A AR — 52 2 RS

3.5. LIRSS

AW FCHT R S S B TR 6 D248, 10 MARIMAS L, BRI B 1R & — A
BEAT A3, 0l b 38 J 4 2 1R] R a8 — BOBE R AR B B 40T, Tk 6

B BR 25 (D) IS AL — BURE (D) 23 Sl J2 AR [F)RIAH Ji 07 T B 180 4% 0% R IR bR, M BREAL PR B9 S B T &% J
B M HISRG R RITIR[14], MK 6 FRTLLEH, 164 4 ZW 544 FE B 7E 0.019~0.303 Z ], #iHfiX
Heh e B — e 2 R, BHME ARG, SEMTTREAEE R, RE 0.019, HIKEKER
mlZE, P A AR BB 0 0.021; 1X A AT BEER I 8] A s IR Iz 0 A OC o e A LU AN ST 2 T A
X B AL R B A 280K, ik 0303 M—SRERE, HEMT RS2, 4 0.982, FEiGL
AP —BUE AR, 4 0.739, XULHH T G EE BOBkE, B0 —SUZ AR, BHEiE sk, B%an
— B, T SR I — B RS AL IR B S e T AR R A, B AR RO R A L K
SPEAA T IR £, BUEREE/NT 0.1, PrRLEHEIERRT, e B E: R KR
mLZEHE TEEE S, SHL R AR, 8 — B0

DOI: 10.12677/br.2018.74054 447 JERZIEERTI


https://doi.org/10.12677/br.2018.74054

Table 5. The genetic differentiation of ancient tea trees in different regions

5. AEMXEFENERFERNEES T

AMOVA
e
il S LR A SR R R
Variable
Fst Nm Among Populations Within Populations
13% 87%
YiFp7KF Species level 0.133 1.624
(P <0.001) (P <0.001)

Table 6. The genetic identity and distances among different geographical populations

= 6. WIBEREMER—BUERERERS

LBZ NNS MS wiJ MJ Dpz LSD MH GSZ MMS

LBZ ok 0.895 0911 0916 0.910 0.879 0.868 0.925 0.876 0.943
NNS 0.111 HAAK 0.951 0.740 0.760 0.739 0.863 0.865 0.869 0.797
MS 0.093 0.050 oAk 0.830 0.839 0.835 0.871 0.903 0.887 0.877

wiJ 0.088 0.300 0.187 ok 0.982 0.921 0.817 0.847 0.785 0.967

MJ 0.095 0.274 0.175 0.019 kK 0.921 0.863 0.886 0.841 0.961

Dpz 0.129 0.303 0.180 0.083 0.082 kK 0.780 0.844 0.783 0.929
LSD 0.141 0.147 0.139 0.202 0.147 0.249 HAAK 0.857 0.847 0.795
MH 0.078 0.145 0.102 0.166 0.121 0.170 0.154 HAAK 0.979 0.893

GSZ 0.132 0.141 0.119 0.242 0.174 0.244 0.166 0.021 oK 0.836
MMS 0.058 0.228 0.131 0.033 0.040 0.074 0.230 0.113 0.179 ok

e PN —BUR, CTONIREREE .

3.6. WAt

MG UPGMA KK EIR (K 2), LIEHEE ARSI, 205, W, KPERE K, B¥
W L ARGR I INBI AR . VEKTF S BRIB S Rl 8RN —38. MIALBR BRI, BRI g 1L JE 1A% B B 4
Ny FURE B, PRI S EBER AL BE B B R, Ul WA 28 L oty 2R iR P88 A B S 5 B B 2 AR K
KA, ZEREGBER NG REAR T, B —ERERTREF KL A TR, R
Uf (4 IR S PR AN — R 39 Bl N /D B RO (R U AT R

4. Wig
4.1. HRMEBES Y

WK E&, 2N E 5 BR & — D P SRR AT @ — AN HE R, —MMEZE
P73 HE U X NP AOE A BIREERE R, R 2 AR 2 B U I A A LU AN R T LE
H AR P R gt & BVEIR A AT BE[15]. Shannon 15 28 E0(D)BE S B HER A RH 8L ZREMEKF, TEXL
P &yt [X AN i) R vl 2B 11 22 265 20 80P = 75%)~ Shannon 15 B 451 = 0.578), WI¥ I 45 (He = 0.353)
5WEE A (Ho = 0.392)H)-F KB LB, U6 W78 XS AN DXy e vt AL ZREPE 11 ] Y
WRBE R EE N EE TR Z: B—, AR B, Rl Ry A em i siiom, 82, 52
S RIEE Y, BA BREAEME[16], BPATMKIAATE KRR, B RME, REmE

DOI: 10.12677/br.2018.74054 448 JERZIEERTI


https://doi.org/10.12677/br.2018.74054

24

47

33 WATRT

30 NBhR

47 PR B

0.02

Figure 2. The ancient tea UPGMA tree clustering in different regions based on genetic distance

2. EFiREEENAEXEER UPGMA B2E

AREVERGRME, SEBRAETRESR, RIBENEBREMEG B2, KT R R R, 5%
AR AR YR RT BERE AN [RL M X R A% 2 REVE AT [17]5 SR IU, 38045 2 R 1 R SR B R 2% i 22830
B # VIR AR[18]; # T, SSR 7> FARBoRBA W Eelkm, LML, BAFRF ARSI, A
PoigtAe B M 2 N, SSR ARG AE AR 73 T AU T A, R R AR I T, R
P R RS A s 2 REPE R N T 2 BTRT U RTR A B SIS, RS —
SEMRIRIE, EDROKT LR 5 S BUR L 2 FEESR b s, A e NE— B IFR I SSR Frid ¥, N
AR o I B4 L S B 22 ORI A A

4.2. HENRE ST

JE B AL 54 TR AL 2 REVEAE JE R N R E BE R A o0 A, B AL S04k . 38 23 Ak 3 S Ol fir B A
KN H ZR EEHRS. WMEREATEE RN TEE[19]. AIFFERM[20], AEEYFE
X MR E . ESIM, BRIERE, R, B BRSP4 . P
TEIBAE 2540 10 22 S R AR I HE — AN B8 A% ZREIE KT, — AN Rlon S 25 SR 858 1R 3E I B8 ) 5 R e Y
(R AL AR S IR BESE KA 5 [21]. Wright 2513138 HEHA L R E(Fst) AL T 0~0.05 Z A FEAE AL BN, 7]
BWEARTE, Fst &bF 0.15~0.25 2 (8], EFHES b, 4 Fst &b+ 025 B, HIL TR KFEE 4k AT
Fod, WA BRI LE h & Ak (Fst = 0.133), 1] AMOVA 73 FAE R M iR 7 25 JE e el =4 17
—E IBAE 7 (13%), T AR IRTIEAE 22 1 1 1 2R T JE B N (87%) » 4 S 7R BH[22], A 43 Jal Al
SO AR B S 0 B R B AN R AR SR S BN B R AR R K . IR (19D B B AR TR AMOVA
DT ENNREN, EEAEMIERA, A 16.32%MMEKAE TA R, HA KA 1 KA g
BEN, BPARMERE I T — e RE e . S ESE[23]081d ISSR X = F il ZE it 1% 2 FE 1
AMOVA 7 TI7E0 8T, RIMAEAZFIK b, KE AL R AAE T RN, D0 L A8 R A7 A
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TIERENE, JEREZ A R B A . MR AR R KR GE T A R BEAL RE 5, HIREEI A A R AR
fRIRE S 3E[24]. BEAh, T RAPD. AFLP. ISSR %57} T Hric xf T~ A B I B 58 2 R B[ 25] [26] [27] [28]
[29], ZaREIr BB AE AR FAFAE TR RENY, 5 REIA) 28 A% 22 57 o B4R B A% 2 RE R STRR BN . IX AT BE 2 1A
907 HAEHDER X R o3 EAFAEE N IR 3R B SRAR S R UM 53— J7 [H AT RE S HH T 2 A2 S fE 4%
KRR, AN RIS E] ) Z AR AN BT 558, BOAS [R5 28 2R 11 25 RS AR [ P A () BE R A2 A s, A [
REAR (A B R 0 A RBUR, B2 R, SEOEEE RE . B, FERFEFE dh EARYE S it 4% 5 4 4y
m FEHBERA]RR KRR b, AER— AN N 2R, T B A4

BRI (Nm)E MY E R W EER R, WREMEDMHESEENNEERE, TRy
fEREY) B A B AR X [30]. Wright [311R 4T Nm <1, TR AR (R] R3804 4 (b2t T8R4 S 800,
AWEFLH, FEENR Nm=1.624 > 1, Ut HIRHA R FIEA% AN B T8 A3 AR 1, A AT RE e SREE I
AN SCRIEFI IR R T 9%, Ak . HIESAERR T2 R B a] fE 2 S 805 i s
S EE N

4.3. HRMNBRRER

AW R, BT A IR B AL — B R AT R R, ST R AR IR R R/, KRR
e Ly 2 T (1 T8 A R B AR ASE /DS, J80A% P B i K IR R AR LA RS AN X, B X R, F
FRlAL T Bhilg B A A 2, OPFEA TR B ER 2, SRS suL, FEMeEER 2 50El,
JRR AN v L ZE U SRR T B S B 5y a0 %, M BEE B0 R0 I A5 B B0 LA WS ARG E . R P R, AR )
—EUE A, BRI T, B B E TR DR A (32 D0 T R B RN R BT AR A A 2 R
WEFC, TEAR AR LB A 200 TR R A3 A B 5 6/ (0.09), — SR (0.91), AL Bk K(0.56), —
FPE AR (0.57), IR FIAHIT 0 HIBA% PE B B AL — BB 0 0 REEAR — 8. 23R 25331 16 AW Atk
TIRAL PR B0 M, M SE MM S 2 5 BUE i/N0.37), M LB, Z8 2% [34] ] AFLP Frid
I AR I M 2 e A 22 REE, PR 6 AN BT AR )2 B R LR = BT 10 5 [ I8HE PR B 0.1674,
JEBEIRI ) Nei’s 185 8E B 5K, e/ /B AR A 55 00 0.0122; 38346 — 3505 e K2 /N sh AR A0 5 il oy
0.9879, f/MAEEREILFIZPL 10 54 0.8459. FEAWFFH, BEkG LA 3 LR ok, —8U%
/N, ANBHARAN Gy = AN HBIX (KT R 1L 28 IR PR B 43 0008 0,139+ 0.102 1 0.119,  # AN
FERIEARGT 8, ZERN, O 0.1 4, WH/NBNARA G R b AW 2 B 47— SEE K R,
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