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Abstract
Abortion is a common obstetric complication, which refers to pregnancy less than 28 weeks, fetal
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weight is less than 500 g and termination of pregnancy. Missed abortion is one of the special cases,
which refers to the embryos or fetuses that have died and remained in the uterine cavity without
timely natural discharge. Clinically, missed abortion can be divided into early missed abortion and
middle missed abortion according to gestational age, and early missed abortion refers to gestation
<12 weeks. It is not only easy to affect women’s mental health and quality of life, but also may lead
to subsequent female fertility disorders. It is reported that the incidence of abortion is 10%~15%,
the causes of which are complex and diverse, among which chromosome abnormality is the most
common in early abortion, accounting for about 50% of early pregnancy abortion, other factors
such as maternal endocrine abnormalities, reproductive tract abnormalities, thromposis, infec-
tion, immune diseases, or the mother’s age, lifestyle, environmental factors can cause abortion.
With the continuous development of national economy and the increase of social pressure, the
number of unexplained missed abortion after natural pregnancy and assisted reproduction is in-
creasing, and people’s demand for chromosomal causes is getting deeper and deeper. However,
with the development of the technology of villus tissue detection of flow products, there is still in-
sufficient understanding of the scope of application of different technologies.
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WAL T AIE, FOMGe kAL . Jetu kA2 SRR %, LA Y R B H i AL A e i
LRI

Getu % H AR YR B X% 2 — 5 BT R Bt AR A1 391 32 6% O B 4 HY B 17 3 5 e i A o i
[2], fHA5IE W A5 AR L V020 P S (AR RIS IR e R B G AR R O, B B AR PR R =1
RS DOf A, ARBA AR AR . =R AR RSB H IR G .

Qe RS R IR AR 8 1 SRS R R P S Y e AR R AR R, AR B R, AT BLIE TR BL
BB, sk, HEERH, OfEsk. B0, AWML, PHd5A). ER. REEMAK
AN UG LR Gt I SR et AR S o BT USRI R G 7 S ) e 2 2 SR R 8 H e, AT RE T T4 H
FEH ARG AL BRIE K B . I BAERCH 38 R B =150 57 5 Bch L, R IR [3]55 (1 7 thilk

DOI: 10.12677/md.2023.131010 52 L2212 W


https://doi.org/10.12677/md.2023.131010
http://creativecommons.org/licenses/by/4.0/

Fhit %

9T
3. EREBESHTHEAR

YL BNt R R AR A R E A B, FERR IR RENIE FR 3 2 A R G BE A arA 2
A% 7% 2R FANZ SR EETRZ, A PAT o R4 KA RN - i Thie, g B AR 8 i 9% & kit
TR A M, AR ICREAA A ML 7 TR AN HE AU = 40[4] . 9B SR ) L—FE#0UE H 2 kG OF, e S
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T B H 2 W s A A
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FREM B R &5 BFRE X ARG IR RIS FRE MR AR 0. W F R I B 90 3R 159 1 40 i
SR Z IS, HIHOUR B R PR MR A RIS B/ T BE e 4L [5], (HFERTEK, BRI =44
FEARLE R IR ISR 5 205 9%, AR F7 O 2 UK. BB & 15 1] B PR A A5 0 48 i 4R 4
ISy QAR RAE, AR TRZEL BT R G AR B2 .

BEE 7 AV FERI R R, B T B 2 RS Re W EA TR B H HRE TR 00 T ik
TR, 53R R RABTE 7 KV BT F AR E A e SR 1 —Fh R . HAT, 2OtJEALAR
%Z (Fluorescence in situ hybridization, FISH). 44 A& %([4% 41 53 #r (Chromosomal Microarray Analysis, CMA).
A AR P SR C T Z B TR IR[6] [7]. 2005 4 BAJE AR 742 A L ¥ Bl HH AR 47 B 27 430 i it
BERNGRIZW, FEENS— P B, Horb i BACSR MR Jy i &l 7 42 R (Next-generation sequencing,
NGS). ZHARFEH B H[7]22T PCR ¥ 158, FIH &% EZ TR SR HOR, HAHR & R
ATX DNA 73 FRHATI T, AIA &M s A SR BN OO . S e 8 H e R o %
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RZAE T, WA SRR A LA E . EEFEE . FOURA R AL HMMEETR, /LA
R EAZE A%, 72D BEARARD TR, AP BRI, 16 24~48 /N RITTAS BIRIILE R . A
FEREE, — kAT DA 2 A7 08, BB S BRI e i, SR PER, R BT 28 5 554 2 [10] . FISH
BORBR T DB, BAFE— 2 AL, HET FISH BRI T AA M, RF 13, 16, 18, 21. X
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AT IR 22 A1 %1 (Single nucleotide polymorphism array, SNP-rrary)/& H Aif [ b 4556 5 — L
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.

4. INESRE

BEE N PR MAWUR R, AT Wi AR AL E M2 DNA KL, Ba =238, SE K40 5 ¥
CNV K, 38 REAR SR & (il 5 G JLF 50 CNV AT, SRR DRI AG I, 381 SR 40 R AEL N JT 38 4% 27 0
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SR A, ERNR S IR AZ B o oh B S AU, AT R R AT B A S R A A,
TSGR B4R T A B e R SE A (L

&E ik
[1] S F5. 994 I3 77 4 240 Mgt 22 /0 AT [D]: [Wi 2208 5], W&k SR RHE K2, 2020.

[21 =AM, &, B, % 335 65 B H AR BE MR B Y Rk o T[], R B E 2 R 7T, 2020, 31(9):
1190-1198.

[31 JAUR, #EH%, #FH, % POMRFEET AT B ARE . SRR RS W R S ], SCH AR i i A,
2021, 8(9): 78-80.

[4] . ZAELHARRRG (S B B4 EUR FL 204k % miIRNA 7EfR 5L 7% K 8 R I/ER[D]: [ E2Arie ). dbat: b

DOI: 10.12677/md.2023.131010 54 L2212 W


https://doi.org/10.12677/md.2023.131010

Fhit %

(5]
(6]
[7]
(8]
(9]

[10]

[11]

[12]

[13]

[14]

[15]

[16]

[17]

SRR 225, 2018.
245, MO8, AR MBS E EEROKETR S 0] R4 S L, 2010, 18(10): 48-50.
Popescu-Hobeanu, G., Riza, A.L., Streata, I., et al. (2022) Cytogenetic Analysis of Sporadic First-Trimester Miscar-

riage Specimens Using Karyotyping and QF-PCR: A Retrospective Romanian Cohort Study. Genes, 13, Article No.
2246. https://doi.org/10.3390/genes13122246

MR . il PR R AR 2 O AR = A A e B AR B RN R . B [D]: [ 24 i 3. M FE: AR
2, 2021.

Zhang, X., Fan, J., Chen, Y., et al. (2021) Cytogenetic Analysis of the Products of Conception after Spontaneous
Abortion in the First Trimester. Cytogenetic and Genome Research, 161, 120-131. https://doi.org/10.1159/000514088
Ong, F.S., Lin, J.C., Das, K., Grosu, D.S. and Fan, J.B. (2013) Translational Utility of Next-Generation Sequencing.
Genomics, 102, 137-139. https://doi.org/10.1016/j.ygen0.2013.04.012

Fauzdar, A., Chowdhry, M., Makroo, R. N., et al. (2013) Rapid-Prenatal Diagnosis Through Fluorescence in Situ Hy-
bridization for Preventing Aneuploidy Related Birth Defects. Indian Journal of Human Genetics, 19, 32-42.
https://doi.org/10.4103/0971-6866.112881

TLME, FHs e, 30, BRIT I G AR B o3 A R IR B2 e B 4 i DR L0 7 BORAE YL 7 8 A% 212 W e
M) AEREEE 24408, 2021, 30(3): 313-318.

WS, FALTIRZ SYEREESIEOR (SNP-array) £ H 2R 8 & 2A 12 Wi h BRI [D]: [l 22421030, i 4
EEERFRE, 2018,

WRpTE, EEIER, (10T, 5. TUREA ELBRE IR AL 28 S R 5 AR DRI e Aarll #5 DUECAR e L D). 2 T2
YRIT Ik &, 2016, 8(6): 385-388.

M3, £5, 8 MR AU BORIEFU Vg Cu A48 DBz ke Il o (R [9]. WL EE 27, 2020, 42(2):
114-117.

EWERR, RME, KEiv7, & P20 E R REBHS RS L A NTE R D] P EE S8R E, 2017,
25(12): 19-21.

EMRTE, HEOCH, T, AT AN FFRAL S MR AR RN AT A A A IR A A U [9]. A gh (i R E, 2019,
30(12): 1552-1556.

HERER. “ARNF 5 PGS [CHML KB Be i @ i P BHEE Be, Wil g BEop s R ot fe 227 2. 2015 SFHLA
[P 234 2 R R S T e A R R P 7 T 97 5 12 W BRI 422 2015 445 2015: 56-65.

DOI: 10.12677/md.2023.131010 55 L2212 W


https://doi.org/10.12677/md.2023.131010
https://doi.org/10.3390/genes13122246
https://doi.org/10.1159/000514088
https://doi.org/10.1016/j.ygeno.2013.04.012
https://doi.org/10.4103/0971-6866.112881

	流产患者绒毛组织检测技术研究进展
	摘  要
	关键词
	Research Progress of Villus Tissue Detection in Abortion Patients
	Abstract
	Keywords
	1. 引言
	2. 人类细胞遗传学基础
	3. 胚胎染色体分析技术
	4. 小结与展望
	参考文献

