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Abstract

The leucine rich repeat sequence (LRR) domains are known to mediate protein-protein interac-
tions. In recent years, some studies have found that members of the LRRC super family (for exam-
ple LRRC4, LRRC3B and LG11) were absent or significantly down-expressed in a variety of tumor
tissue, and have the potential of suppressing tumorigenesis and tumor cell proliferation. LGR4 and
LGRS are up-expression in tumor, and show the function of proto-oncogene. These findings sug-
gested that members of the LRRC super family may become the new target for diagnosis and
treatment of tumor. In the present review we summarize the current literature about LRRC super
family in the cancer.
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& SR # 5 (Leucine rich repeat, LRR)/FFIAF1E T 2 Fh & 1 i, 1985 4F i Takahashi &8 M L7 B
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FHARI 2 A LRR @ [ S 3L [ 3 PATHES, TEs— G i S . Exfgiad, g-rE5E
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3. RAMEEEMRN LRRC BxREMR

DA SR I FESRB IR . U . B . 080 A T8 e 55 22 POl o e v e i
7031-32 [XFll 10023-26 X AE1E 2 AL 550 L R 4 A1 & 2K (Loss of heterozygosity, LOH)FIE K 5 HE
By FEORIZIX AT REAFLE 25 S M R & AR Ak R AE DG I B [N [6]-[11]. EARWIZE Nz H EST M3
Fr iz ve AR M 7931-32 X Tt —A LRR B SRR 7L LRRCA [12]. 5KFKLLSE N0 T R I LRRCA
FEIE S NI H A Rs e it R0, T AE 2 Fh 50U VR R R IA IR MR R E R, HHRIE KT 5 MR 5
TR0 V09 B 43 28 5 D) S AR 52 [13] o 7E R RFAN AR U251 40 i 55 LRRCA 535 40011 Fieb 88 200 e F 8 i
AAEK[14]. LRRC4 T 2438 1S FH T ERK/MAPK {5538, Fif Cyclin E #l Cyclin A FHIERINEIL,
H CDK2 BARFHIIETE, i p21™ WOt fn p27 Pt ik, K4 i A IR E G1 M. [AIRY, LRRC4 it
I PCNA #lid] DNA S, fe 230 i JoT I8 4 i 1 164 B8 R0 B gg [13] [15]. LRRC4 3 w] DLE it 41l
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SF767 A MfIfFrE e A 34k, R 2 AL 7] 5-Aza—CdR 4 ¥ 5, LRRC4 £is R i[26].
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