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Abstract

Cyberpharmacology is a discipline that explains the process of disease development based on the
principles of systems biology, and further uses the holistic view of network balance to understand
the interaction between drugs and organisms. With the characteristics of “multi-gene, mul-
ti-target”, it has created a new pattern of complex network relationship between multi-target and
multiple diseases, which has important application value in the research of pathogenesis and the-
rapeutic targets of complex diseases. In this paper, the related technology of network pharmacol-
ogy and the application of network pharmacology in combination drugs and traditional Chinese
medicine are reviewed, which will open up new ideas for the further study on pharmacology.
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