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Abstract

Objective: To investigate the prevalence of Hepatitis E Virus (HEV) infection in Rattus norvegicus
captured from Dali prefecture, Yunnan province. Methods: 55 samples of Rattus norvegicus from
Dali city were tested by Reverse Transcription nested Polymerase Chain Reaction (RT-nPCR) and
Histopathological observation (H.E.). Results: Fifty-five Rattus norvegicus tissue samples were
tested in this study, among which the HEV positive rate in the liver was 18.1% (10/55) and the
HEV positive rate in the kidney was 10.9% (6/55). Histopathological observations showed that
HEV infection caused tissue damage in mice. Conclusion: There is hepatitis E virus infection in
Rattus norvegicus in Dali prefecture of Yunnan province, which is beneficial to the understanding
and prevention of hepatitis E virus in China.
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Hi: THR=rEEREMNEIRIRR WA AL K %% (Hepatitis E Virus, HEV) BYRAT R, ik K
P S R A5 M (RT-nested PCR)E A K HLUR B2 4L (H.E.), X AEM 5548 R RASRE
TR . S5 RREZBRNSSHER RASFER, HHFREHHEVIHMER~18.1% (10/55), &
JEFHEVRHE:E810.9% (6/55), ABHTHHNER. HASURHEENE RIHEVRILS | & RARB .
£ sHEAKEMNBERRAAERAEFRRRY, XEEHTHEREFRREN T BS0E.
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1. 5|

JRAY I 4 9 B (Hepatitis E Virus, HEV) & SR 28 19 32 295 )5k 2 —, HORW R E T S s &
ZH[1]. A TAH S (WHO) B Bos & Bk 2000 /5 NS HEV, HAZET- 547 7N, 4
AR EEER EA 25% [2]. HEV & TR ER IEHREE, &M asE RNA S, A /M
BERRUHEV 1-8)F1—AIMIERL, wlEG 2 Pl AL ah[3] [4] [5]. Hr HEVL A HEV2 HUHe N\ 2K[6],
HEV3. HEV4 Hl HEV7 N A\ &I HAL, ARG sE . . BRI ANE4E[7], HEVS H1 HEV6 M H A
Ry AR 2I[8], MIETE 43 B 15 B2 HE P A HEV-7 F1 HEV-8 [9].

EMRBEEFREAT N 4 Fr, BRI ARMIERRFE A (HEV-A), 75X I IE I 2 5% 5
B(HEV-B), 7£ K F A1 S 58 7 & BLEI IE AT 488 C (HEV-C), LA K FE Bl & BLA IE AT 287 8 D (HEV-D).
HEV-C, tH#RR AR 205, 5 HEV-A 17 51 [ 208 55%~60% [10]. 2, ERT .
T 5. IURFIERE & LA BT ki 2 i HEV J9%85[11] [12] [13] [14]. BRRIRLAT 46 95 75 o e 1
R, BESTESEHE . MR, EPEE S o VAT A [ )RR SS Al B 5& Fhos #3[11] [15] [16] [17] [18]. T4
K, GBI FUARGE BRI B T S P ) BB T RAT 2R B [19] [20]. FEHE S E A RERMI AR, LLE
AU HEV B APER e m, 05108 37.1%. 74.1%7F1 33.3% [21] [22] [23]. 4R1f0, IRIURTRIBEELE =
KR A VB GAE I M ANTE2E, A SO R X T 35 B G s I 34T T D .

2. MFEE
2.1. BEARUEE

B NEMENE, 18~22. g, n=30; JAEMME, 18~22 ¢, n=25)H TIEA 7T 2015 SE7F KB HhX
AR  REEH B X RIFRERTE B, — 8 F-80°CRIF &, — IR /R DR R & H
2.2. FERH

RNAiso Plus. i 5% (Rtase M-MLV). RNA B0l 7 . SEif2¢ 6 & PCR iX7f(SYBR R Premix Ex
TaqTM ) B 5 A TRRECOE) A RAF .
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2.3. RNA N5 &

8 H TRIzol®A A & (Invitrogen, &), 4% B0 S8 FH 10 B 540 B AR AN B IR R 2 RNA. SR A S
I 00 i SR G % e S (RT-PCR) Rl B SGZL JH 48993 35 RNAGRT-PCR K 10 i sk B 71 & (AMV, Takara,
HA) AT
2.4. HEV ALRIBZE 54T

W BRUHF AN B R 2 S [ e v b [ e B 4 . S BREEIAE K. BT 37TCHIZEMIW 1 h, RIBEIH
wEr . AR E RS, TUI R AT R, B H ALY REEEEE 1L 1. 1 37°C
% 1h, V& bh RS AT 5K, ARG IRIBRBIZRAAKS 44 4 min, FHRIEE] 1% LB 704k 8 s.
KV RIE3) 0.5% 2K 8 s BT, SNEIRIBBIFLh et 8s B4y, B TR hE T K, &
TE] 37CEWW . 1 H % 20 min. EEIH IRIEIEE BRI R, i, SRR
MG ST AR A ST R [24]

2.5. Geitorin
K H GraphPad Prism 5 #0455 S HAR AT G vE /34T SR Wilcoxon e X s 46 fff i 3 4[] 22 7 1) S
M, fEARREEH, LL0.05 B K (P < 0.05) 8 2 R A Gt 5 & o
3. &R
3.1. 8RB HEV RNA PHiER

N T RIAF SRR TR EA R R R R, SR R R G I EE S R(RT-nPCRYX = F 44 55 141l45)
KA (MEYE 25 451, A 30 f5) T A 22 B IEZEL 2R ) RNA BEAT RGN, 3] 1 s o 45 3 S FFF A rhoAs
U HEV MDY 10 71, BHEZR N 18.1% (10/55), "B+ HEV FHYE 9 51, BHT%EZEN 10.9% (6/55), iX4&x
T HEV BG5BT s BE AT -

30%+

18.1%
(10/55)
20%
10.9%
(6/55)
10%
0% T
H

Figure 1. HEV RNA positive rates in liver and
kidney tissues of Rattus norvegicus

1. SRR ATBEAN B BEELH HEV RNA
G

3.2. HEV RS HBRE P EHHER

7E 30 I8 Y HEV [REME® S BRAT I R B, HEV RNA FIYE RN 7 41, FHE3R N 23.3% (7/30), 7E 25
Bl HEV (OMEYE ST, 5 BTN B YE, FHIESA 24% (6/25), HEEMESHEE 2 TR EZ7EP =
0.3385). TEFATAZIF, Mtk HEV RNA BHPES 4 61, BHPEZRA 13.3% (4/30), HEPER —HIEHI N RNA
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WARER

FHM:, FHM:ZN 16% (4/25), HMEM: SN 2 [0 JC 8 3% 2= 5 (P = 0.0704) . Rk, FFEATE TR HEV RNA
FHME R e TR 25, i 2 Bk,

ns
30 FH—— A
23.3% 24% B A
(7/30)  (6/25) . B A
< 204 ¥ 16%
< e 13.3% (@19
B [eCalaled (4/30) [
g 104 Cntaa=a Fetaaen Faaatar] E----
o B k
e
0 R R
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Figure 2. Positive rates of HEV RNA in different sex rat tissues
of Rattus norvegicus

2. #8238 HEV RNA ZEARE] 1453 AR B LARFRM R

3.3. HAREFYEH.E.)

SR P9 B2 WU G JE e B FF R B b A T3 A7 AR SO SR, T3 — 28 1 figt HEV [ GEmT RE S
AHL . G5 RE R KA NIRRT, M2 EE, BRI NRE, B R,
Wk 3. IR 1 PRSI G 2 SR A SR .

Ji &

Figure 3. Histopathological observation of liver and kidney of infected mice
3. RRLFRATAE R S AT H LURIEF W 5%

4. #ig

U I EL T B 5 5 2 B LR R T S S e, DRI AT 8 A 20 5K & A FE K Y[ 25] . 76 FL AR I
IR, R AR 56 MR BB R R 10 FO6 IRAUT A SRR, Ak, Rk R
E I IE A [ O R BT 40 B RS, B BRI BT A BE[26]. 1B —Fhr 41055 HEV M= 197

JEAA, SRS RT 0 2 v ICPE A ] B8 — RO SR A B [15] . F A, AEAS R ) SR 4 A LA AR X Ao
TiTE, B, B AISE [ESE[15] [16] [18], IXARIR IS RE AL tH 5T Y A R T AR
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EAB T, TATHE 7ok B E = EE KBNS R R R R RATE OL. 45 R K IAE R

SN IA B BB E,  HoaMn 2= R . HEU0 P 22 o At R 7R I A B 2 2 o A 2345140,
ﬁibﬁﬁﬁﬁﬂﬂﬁ'ﬁTm HEV AR B m IR =y o 25 B FR, 7R KRB, R RE AR A K B
HOR GRS A 26 CART R AR A 2 N & 8, filn— T i 8 B, A Es KR 2 B I — ik HEV
5IHDhRe e H B B HEV AL, ARl i 4 2 iR IR 2 1) HEV RGN AR LI [27],
XN T B HEV BRI N & B fa . SR, K3 B 0K R B 2 B 2 5l e NIy
MATERE, B, SRTRIIB ARG, IO A S KRR A .

5. &g
A KN 5 BT TE IR S r e, LR 409 9 2 5 0B &K BUALGWRLT, 3t th
[ T 4 3 1) T A S5 B i R T B
BOH
TR T TR B 5 T S ) S R A S 1 R
B35 3k
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